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Abstract
Johnston’s organ has been shown to act as an antennal auditory organ across a spectrum of insect species. In the hemimetabol-
ous desert locust Schistocerca gregaria, Johnston’s organ must be functional on hatching and so develops in the pedicellar 
segment of the antenna during embryogenesis. Here, we employ the epithelial cell marker Lachesin to identify the pedicellar 
domain of the early embryonic antenna and then triple-label against Lachesin, the mitosis marker phosphohistone-3, and 
neuron-specific horseradish peroxidase to reveal the sense-organ precursors for Johnston’s organ and their lineages. Beginning 
with a single progenitor at approximately a third of embryogenesis, additional precursors subsequently appear in both the 
ventral and dorsal pedicellar domains, each generating a lineage or clone. Lineage locations are remarkably conserved across 
preparations and ages, consistent with the epithelium possessing an underlying topographic coordinate system that determines 
the cellular organization of Johnston’s organ. By mid-embryogenesis, twelve lineages are arranged circumferentially in the 
pedicel as in the adult structure. Each sense-organ precursor is associated with a smaller mitotically active cell from which 
the neuronal complement of each clone may derive. Neuron numbers within a clone increase in discrete steps with age and 
are invariant between clones and across preparations of a given age. At mid-embryogenesis, each clone comprises five cells 
consolidated into a tightly bound cartridge. A long scolopale extends apically from each cartridge to an insertion point in 
the epithelium, and bundled axons project basally toward the brain. Comparative data suggest mechanisms that might also 
regulate the developmental program of Johnston’s organ in the locust.
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Introduction

Johnston’s organ (JO), first described as an auditory organ 
of the antenna of a mosquito (Johnston 1855), has since 
been shown to detect air displacement and so function as 
an antennal auditory organ in insect species as diverse as 
Drosophila (Göpfert and Robert 2001a, 2002; Göpfert et al. 
2002; Todi et al. 2004; Eberl and Boekhoff-Falk 2007; 
Jarman 2014), cockroaches (Toh 1981; Toh and Yokohari 
1985), mosquitos (Göpfert and Robert 2001b), bugs (Jeram 

and Pabst 1996), ants (Grob et al. 2021), and not least, the 
desert locust Schistocerca gregaria (Gewecke 1972, 1979; 
Chapman 1982). Anatomical studies confirm a basic ground 
plan for the JO that is conserved but where the complement 
of cell clusters may still vary between species (see Lai and 
Orgogozo 2004; Jarman 2014; Grob et al. 2021).

From a developmental perspective, the JO in Drosophila 
is constructed over the larval to pupal stages during meta-
morphosis (see Boekhoff-Falk 2005; Eberl and Boekhoff-
Falk 2007; Jarman 2014) but only functions effectively as an 
auditory organ in the adult (see Göpfert and Robert 2001a, 
2002). In orthopteroid insects with a hemimetabolous life-
style, on the other hand, mechanosensory structures such 
as the JO must be functional on hatching and so need to 
develop during embryogenesis. Given the significance of 
this structure for the behavioral repertoire of the locust (see 
Gewecke 1972, 1979), the absence of any modern develop-
mental literature of which we are aware is surprising.
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In this initial study, therefore, we employ immunola-
beling coupled with anatomical reconstructions based on 
confocal microscopy to investigate the early cellular devel-
opment of the JO in the locust Schistocerca gregaria. We 
establish its epithelial domain of origin, identify putative 
sense-organ precursors, and analyze the growth of the neu-
ronal lineages these generate. We show that the organiza-
tion of cell clusters comprising the JO at mid-embryogen-
esis already reflects that in the adult. We then compare the 
pattern of development here with that reported for the JO 
in some other insects.

Materials and methods

Animals and preparation

Eggs were obtained from a crowded colony of Schistocerca 
gregaria maintained as previously described (Ehrhardt 
et al. 2015a, b, 2016), and embryos staged to the nearest 
1% of the developmental time (5% = 24 h) according to 
Bentley et al. (1979).

Protocols for immunolabeling with primary and second-
ary antibodies, the composition of incubation media, incu-
bation conditions, confocal, fluorescence and Nomarksi 
microscopy, and image processing were all as previously 
described (see Boyan and Williams 2004; Ehrhardt et al. 
2015a, b, 2016).

Primary antibodies

Anti-horseradish peroxidase (α-HRP, polyclonal rabbit, 
and Dianova) recognizes a neuron-specific epitope in 
insects (see Jan and Jan 1982). Anti-Lachesin (Mab 1C10, 
mouse, and gift of M. Bastiani) recognizes a GPI-linked 
cell surface molecule belonging to the Ig superfamily (see 
Karlstrom et al. 1993). The expression occurs initially on 
all differentiating epithelial cells, but only cells involved 
in neurogenesis, such as precursors continue to express the 
molecule later. Anti-Lazarillo (Mab 10E6, mouse, and gift 
of D. Sánchez) recognizes a glycosylphosphatidylinositol 
(GPI)-linked cell surface lipocalin expressed by sensory 
and pioneer neurons in the grasshopper embryo (Sánchez 
et al. 1995; Ganfornina et al. 1995). Anti-phospho-histone 
H3 (Ser10, rabbit, and Millipore) binds the phosphorylated 
form of the amine terminal of Histone 3 so that staining 
is only possible when the chromatin lies dissociated from 
the nucleosome complex, as occurs during mitotic chro-
mosome condensation, and is strongest in the metaphase 
of the cell cycle (see Hendzel et al. 1997).

Secondary antibodies

Single staining involved: Alexa® 488 (goat anti-rabbit, 
Invitrogen) or Cy3 (goat anti-rabbit, Dianova) for fluo-
rescence-based α-HRP; peroxidase (PO)-conjugated goat 
anti-rabbit (Jackson ImmunoResearch) for Nomarski-based 
α-HRP followed by counterstaining with diaminobenzi-
dine (DAB) using Sigma Fast DAB tablets; Cy3 (goat 
anti-mouse, Dianova) for α-Lachesin and α-Lazarillo; 
Cy3 (goat anti-rabbit, Dianova) for α-PH3. Double-stain-
ing (α-HRP/α-Lazarillo) involved Alexa® 488 (goat anti-
rabbit, Invitrogen) for α-HRP and Cy3 (goat anti-mouse, 
Dianova) for α-Lazarillo. Triple-labeling (α-HRP/α-Lach/
α-PH3) involved Cy5 (donkey anti-goat, Dianova) for 
α-HRP, Alexa® 488 (donkey anti-mouse, Invitrogen) for 
α-Lach, and Cy3 (donkey anti-rabbit, Dianova) for α-PH3.

Controls for the specificity of all secondary antibodies 
involved (a) the lack of a staining pattern in the absence 
of the primary antibody and (b) in all cases, a staining pat-
tern consistent with previously published data (see above).

Results

Sensory apparatus of the antennal base

The locust antenna is a true appendage (c.f. leg: Gibson 
and Gehring 1988; Casares and Mann 1998), comprising 
three articulations: a basal scape that links the antenna to 
the head capsule, a short intermediary pedicel, and a distal 
elongated flagellum which is not actively motile (Fig. 1a; 
see Gewecke 1972, 1979; Chapman 1982). The antennal 
flagellum is also subdivided into articulations, but these do 
not represent true segments and so have been termed mer-
istal annuli (Chapman 2002). The major nerve root of the 
antenna is the antennal nerve which conducts sensory fib-
ers originating from mechanosensory hairs, proprioceptive 
chordotonal organs, campaniform sensilla, and olfactory 
sensilla from all three segments to the deutocerebrum of 
the brain (for a full description see Chapman and Green-
wood 1986; Ochieng et al. 1998; Chapman 2002). In addi-
tion, the scape possesses a musculature to move the pedi-
cel (Fig. 1a), and this musculature is innervated by axons 
from motoneurons in the brain (see Gewecke 1972, 1979).

The JO is located in the pedicellar segment and in the 
adult locust contains symmetrical ventral and dorsal cell 
clusters, each of which are then subdivided into medial 
and lateral fields. An adult cluster comprises six to seven 
scolopales, which insert into a membrane at the pedicel-
lar/flagellar junction (Fig. 1a; inset, i). The cell clusters 
project axons into pedicellar nerves that run basally to 
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fasciculate with respective medial or lateral nerves in 
the scape and then join the antennal nerve (Fig. 1a; see 
Gewecke 1972, 1979 for details). In the hemimetabolous 
locust, the JO must be functional on hatching and so devel-
ops during embryogenesis. Labeling with neuron-specific 
α-HRP reveals that the innervation pattern, distribution 
of sensory organs, and organization of clusters of sensilla 
in the JO existing in the antennal base at mid-embryogen-
esis (Fig. 1b) already bears a great similarity to that of 
the adult (c.f. Figure 1a). Our findings suggest that major 
developmental steps building the JO occur prior to mid-
embryogenesis. We, therefore, decided to limit the scope 
of our present study, which involved screening a total of 
235 preparations, to this same time span.

Epithelial domains

The pedicel, along with the other articulations of the 
antenna, can be identified at the end of embryogenesis via 
epifluorescence illumination, which causes the septal-like 
cuticular bands to autofluorescence (Fig. 2a). However, this 
method only functions with cuticularization (after mid-
embryogenesis) and does not reveal early epithelial domains. 
Immunolabeling against the GPI-linked cell surface anti-
gen Lachesin, however, indicates the epithelial domain of 
the pedicel at all embryonic stages. At mid-embryogenesis 
(Fig. 2b), Lachesin expression in the scape and pedicel 
clearly match the segmentation of the antennal base revealed 
postembryonically by epifluorescence illumination (c.f. 
Figure 2a) and so allows their unambiguous identification. 
Still earlier in embryogenesis (32%, Fig. 2c), prior to the 
formation of the JO, a stripe of Lach-positive cells marks 
the epithelial domain of the pedicel, while a further stripe 
representing annulus 5 is visible in the flagellum. Triple 
immunolabeling against epithelial cell-specific Lachesin 
(α-Lach, red), the mitosis marker phosphohistone-3 (α-PH3, 
blue), and neuron-specific horseradish peroxidase (α-HRP, 
green) at a slightly later stage (34%, Fig. 2d) firstly allows 
mitotically active precursors associated with the epithelial 
domains in the flagellum and pedicel to be visualized. The 
Lach-positive cell clusters of the future JO are also visible in 
the pedicel, and while HRP-positive dorsal (dP) and ventral 
(vP) pioneer neurons have differentiated in the apical flagel-
lum, we find no differentiated neurons in the pedicel itself 
at this stage. We subsequently employed this triple labeling 
protocol to document the cellular development of the JO 
from its earliest origins within the molecularly identifiable 
pedicellar region of the antenna. Our analysis here initially 
focuses on the ventral epithelium but applies equally to the 
dorsal region (see Fig. 6 below).

Sense organ precursors and initial lineages 
of Johnston’s organ

At around 36% of embryogenesis (Fig. 3a), a single large 
Lach-positive/PH3-positive mitotically active cell is present 
in the midline region of the pedicellar domain where the 
initial clusters of the JO will form. This SOP is itself HRP-
negative and at this age has generated a small lineage of four 
Lach-positive progeny, two of which are also HRP-positive 
and so represent the initial neurons of this cell cluster. At 
42% (Fig. 3b), three PH3-positive mitotically active cells are 
generating lineages of the JO in the ventral Lach-positive 
domain of the pedicel. Toward mid-embryogenesis (48%, 
Fig. 3c), six PH3-positive progenitors are seen distributed 
throughout the ventral Lach-positive domain of the pedicel. 
The dendritic projections of their progeny project apically 
toward the border with the flagellum. Comparisons across 

Fig. 1   Epithelial domains and the sensory apparatus at the anten-
nal base. a Schematic (not to scale, modified with permission from 
Gewecke 1972) showing principal sensory nerves (laSN, lateral 
scapal nerve; dnS, dorsal nerve of the scape; vnS, ventral nerve of 
the scape), sense organs (hs, sensory hair sensilla; CO, chordotonal 
organs; cs, campaniform sensilla), and muscles (M) in the basal seg-
ments (Sc, scape; Pe, pedicel; Fl, flagellum) of the adult antenna. 
Johnston’s organ (JO) in the Pe comprises symmetrical dorsal and 
ventral sets of cell clusters (only dorsal shown here), each set con-
taining 6–7 scolopales subdivided into medial (meS) and lateral (laS) 
fields. Scolopales insert into a membrane (white arrowhead) at the 
pedicellar/flagellar border, and their axons project basally to respec-
tive dorsal or ventral pedicellar nerves (PeN). Inset (i): drawing 
(modified with permission from Gewecke 1979) shows chordotonal 
sensilla (CO), campaniform sensilla (cs), and six scolopales (s) with 
cap cells (c) from the dorsal cluster of Johnston’s organ (JO) in the 
adult pedicel. b Confocal image following neuron-specific α-HRP 
labeling shows the sensory apparatus in the scape and pedicel of the 
antenna as viewed from the ventral at 50% of embryogenesis. Note 
the overall similarity to the adult (c.f. Figure 1a) with respect to both 
innervation patterns, distribution of sensory organs, and the clusters 
of sensilla of the JO. Parallel ventral (vt) and dorsal (dt) tracts of sen-
sory fibers from the sensilla of the flagellum (Fl) project to the deu-
tocerebrum via the antennal nerve (AnN). The scale bar in b repre-
sents 35 µm
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a range of preparations of this age show that the number 
of active progenitors and lineages in the ventral Lach-pos-
itive pedicellar domain already matches the compliment 
of cell clusters belonging to the mature JO (see Fig. 7, c.f. 
Figure 1).

Along with the SOP, a smaller mitotically active cell can 
be seen in lineages at both 42 (Fig. 3b) and 48% (Fig. 3c) 
of embryogenesis. A time series imaged at higher resolu-
tion (Fig. 3d: 38%, 40%, and 42%) allows SOPs and their 
lineages to be analyzed more precisely. The data establishes 
that there is only a single large SOP associated with each 
progressively expanding lineage, which therefore constitutes 
a single clone. At each age, there is a smaller cell associated 
with the clone and in the same location with respect to the 
SOP. At two of these ages (38 and 42%), the cell in this 
location is mitotically active, while at 40%, it is between 
cell cycles. We can clearly not be sure that this smaller cell 
is the same cell each time, and it could equally represent a 
series of similar second-order precursors, each generated 
asymmetrically by the SOP before dividing.

3D confocal reconstructions following α-HRP labeling 
(Fig. 3e) document the age-dependent increase in neuronal 
numbers contributing to a lineage (36%:2 progeny, 38%:3 
progeny, and 41%:5 progeny) and reveal that these neuronal 
progenies are consolidated into tightly bound cartridges.

Topographic organization of the pedicellar 
epithelium

Our evidence up to this point is that a subset of Lach-
positive/PH3-positive proliferative cells generates the 
neuronal progeny of the JO in the pedicellar domain. We 
reasoned that if the locations of these SOPs were fixed, 
then this should be reflected in a conserved distribution of 
their initial lineages in the epithelium, which in turn would 
argue for a topographic organization of the Lach-positive 
pedicellar domain.

Support for this hypothesis takes the form of a series 
of confocal images showing the initial cell clusters in the 
ventral epithelium of the pedicel in five repeat prepara-
tions of the same age (39%) after α-HRP labeling (Fig. 4). 
The data clearly show neuronal clusters of the JO as well 
as campaniform sensilla at remarkably conserved locations 
in the epithelium across these preparations. This is also 
the case for a range of other ages investigated (Suppl. Fig-
ure 1), from which we infer that the distribution of PH3-
positive proliferative precursors generating these lineages 
is equally conserved and leads us to propose that the future 
cluster organization of the JO is based on a topographic 
organization of the epithelium.

Fig. 2   Identifying the pedicellar epithelial domain of the antenna. 
a Photomicrograph of the antennal base in wholemount at the first 
larval stage (L1) viewed under epifluorescence illumination (false 
color). Autofluorescence septal-like cuticular bands (open white 
arrowheads) delimit the scape (Sc), pedicel (Pe), and flagellum (Fl). 
The most basal meristal annuli (10, 11) at this age have differenti-
ated. Coordinates point to the apex (a) and base (b) of the antenna 
and apply throughout. Panel modified from Boyan and Ehrhardt 2020. 
b Confocal image of the antennal base at 50% of embryogenesis fol-
lowing labeling against Lachesin (α-Lach, red) reveals discrete Lach-
positive epithelial domains delimiting the Sc, Pe, and Fl (10 annuli 
have differentiated to this point). The segmental bands of Lach-
expression already match the cuticular articulation seen at hatching 
(c.f. panel a). Note the clusters of Lach-positive epithelial cells from 
which chordotonal organs (CO) and Johnston’s organ (JO) develops. c 
Confocal image of the antennal base at 32% of embryogenesis follow-
ing labeling against Lachesin (α-Lach, red) reveals the stripe of epi-

thelium representing the early pedicellar domain (segmental borders 
are dashed white). A further domain (annulus 5) of the Fl has also 
differentiated. d Confocal image of the antenna at 34% of embryo-
genesis following triple immunolabeling against epithelial cell-spe-
cific Lachesin (α-Lach, red), the mitosis marker phosphohistone-3 
(α-PH3, blue), and neuron-specific horseradish peroxidase (α-HRP, 
green). Mitotically active precursors are clearly associated with the 
serial epithelial domains in annuli 1, 3, and 5 of the flagellum (Fl) 
and in the pedicel (Pe, white stars) where Lach-positive cell clusters 
of the future JO are visible. Paired dorsal (dP) and ventral (vP) pio-
neer neurons have differentiated in the apical flagellum (Fl) and direct 
axons (white arrowhead, open white arrowhead respectively) through 
the Pe toward the antennal base. Note that no neurons have differenti-
ated in the pedicel itself at this stage. Panel modified from Boyan and 
Ehrhardt (2020). The scale bar in d represents 330 µm in a; 120 µm in 
b; 70 µm in c; 55 µm in d
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Developing neuronal clusters of Johnstons’organ

We investigated the developing pattern of cell clusters 
(clones) making up the JO in the pedicellar domain by 
labeling them with epithelial cell-specific α-Lachesin and 
neuron-specific α-HRP. At 40% of embryogenesis (Fig. 5a), 
two major clusters of Lach-positive cells are present in the 
ventral epithelial domain. Each cluster contains a lineage 
of differentiating neurons co-labeled by α-HRP, some of 
which are sprouting initial dendritic and axonal processes. 

By 42% of embryogenesis (Fig. 5b), five clusters of Lach-
positive cells are present in the ventral epithelium, only 
three of which contain HRP-positive neurons at this stage. 
At 48% of embryogenesis (Fig. 5c), six Lach-positive cell 
clusters are now present, all of which contain HRP-positive 
neurons with significant axonal and dendritic processes. 
At 55% of embryogenesis (Fig. 5d), six clusters of cells 
are still present in the ventral Lach domain, all containing 
HRP-positive differentiated neurons. These neurons have 
generated extensive dendritic processes projecting apically 

Fig. 3   Sense-organ precursors (SOPs) and neuronal lineages of 
Johnston’s organ (JO) in the pedicellar domain. Coordinates in 
panel b point to the apex (a) and base (b) of the antenna and apply 
throughout. a High-resolution confocal images at 36% of embryo-
genesis show an early SOP and its initial lineage in the midline of 
the pedicellar domain following triple immunolabeling against epi-
thelial cell-specific Lachesin (α-Lach, red), neuron-specific horserad-
ish peroxidase (α-HRP, green), and the mitosis marker phosphohis-
tone-3 (α-PH3, blue). Each label is shown in separate channels and 
then superimposed (merge). α-PH3 labels condensed chromatin in 
the large Lach-positive cell (white cross) confirming it is a mitoti-
cally active SOP. The SOP is associated with a cluster (clone) of 
four progeny, two of which (white stars) are HRP-positive and so 
represent differentiated neurons, while two (open/white arrowheads) 
are HRP-negative/Lach-positive at this stage. At 42% (b), a subset 
of three α-PH3-labeled SOPs (white crosses, outline dashed white) 
are visible in the pedicellar domain (red background), other mitoti-
cally active precursors (white dots) are located outside the pedicel-
lar domain and are not associated with the JO. Two of the SOPs are 
associated with a smaller mitotically active precursor (outlined white) 
and HRP-positive neurons (white stars) from the clone project den-
drites (open white arrowheads) apically. At 48% (c), α-PH3 labels 
a subset of six mitotically active precursors (white crosses, dashed 

white) within the Lach-domain (red background) as well as further 
precursors (white dots) outside the domain. Here three of the SOPs 
are accompanied by a smaller precursor (outlined white). HRP-pos-
itive dendritic processes (open white arrowheads) project apically, 
while bundled axons from pioneers and sensory cells of the flagel-
lum project via ventral (vt) and dorsal (dt) tracts toward the antennal 
base. Lach-positive/HRP-positive co-labeled cell clusters (yellow) of 
developing pedicellar chordotonal organs (CO) are present. d Higher 
power confocal images show mitotically active SOPs (white crosses) 
at three successive ages in the developing JO. Each SOP generates 
a lineage (outlined dashed white) comprising three HRP-positive 
progeny (white stars) at 38%, four progeny at 40%, and 5 progeny at 
42%. At 42%, the image orientation reveals a smaller proliferative cell 
(outlined white) associated with the lineage. Fasciculated dendrites 
(open white arrowheads) from the cluster project apically. e Confo-
cal images show a ventral midline lineage from Johnston’s organ at 
three embryonic ages following labeling with neuron-specific HRP. 
Transverse optical sections show the lineage comprises two neuronal 
profiles (white stars) at 36%, three profiles at 38%, and five profiles at 
41%. 3D reconstructions of the lineages (side views) show that prog-
eny are consolidated into tightly bound cartridges. The scale bar in a 
represents 10 µm in a, d; 20 µm in b, e; 25 µm in c
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toward the flagellum and axons projecting basally to the 
scape, where they fasciculate with the antennal nerve to the 
brain (see Fig. 1b).

The cluster number we see at each developmental stage 
reflects the number of active progenitor cells present, and by 
mid-embryogenesis matches that for the ventral subregion of 
the adult JO (c.f. Figure 1a). Subsequent development does 
not, therefore, appear to involve the generation of additional 
lineages.

Our data above refer to events in the ventral epithelium, 
but there is a parallel, symmetrical development dorsally. 
In order to map the complete developmental pattern, we 
labeled cell clusters of the JO with α-HRP and then opti-
cally reconstructed these in 3D (Fig. 6). A transverse opti-
cal slice through the pedicel at 41% of embryogenesis 
shows three cell clusters with dendrites extending toward 
the ventral epithelial surface and a mirror-symmetrical 

group of three cell clusters with dendrites extending 
toward the dorsal epithelial surface (Fig. 6a). At 55% of 
embryogenesis (Fig. 6b), the number of ventral cell clus-
ters has increased to six (c.f. Figure 5d), and a transverse 
view shows an equal number of dorsal clusters so that the 
complete JO is now organized circumferentially in the 
pedicellar epithelium. A 3D confocal reconstruction from 
a further preparation at 55% of embryogenesis (Fig. 6c) 
shows that scolopales from all six ventral and six dorsal 
cell clusters in the pedicel extend in parallel for over 50 µm 
toward the flagellum (c.f. Wolfrum 1990). We were able 
to visualize the scolopale insertion points in cap cells via 
Nomarski optics following α-HRP/PO labeling and DAB 
counterstaining (Fig. 6d).

The developing pattern of cell clusters, and the num-
ber of neurons contributing to each cluster of the JO up to 
mid-embryogenesis, are summarized graphically in Fig. 7. 
Our data reveal that for both ventral and dorsal pedicellar 
domains: (a) cluster numbers increase in a stepwise man-
ner at each 5% of development; (b) cluster numbers are 
remarkably constant across all preparations, and between 
antennae, at each given age; (c) the spatial distribution of 
clusters within a domain changes in a binary fashion with 
age (Fig. 7, i).

The number of HRP-positive cells/clusters (Fig. 7) also 
increases with age, up to 41% of embryogenesis at which 
it saturates. The very small variance in neuronal number 
per cluster between preparations at a given age may be a 
function of our method. We staged preparations to the near-
est 1% (5 h) of developmental time so that some embryos 
could have been slightly advanced or retarded temporally 
compared to others. There was also no significant differ-
ence in neuronal numbers comprising the ventral and dor-
sal cell clusters for a given age (data not shown). It should 
be emphasized that our data for cell numbers here are based 
exclusively on HRP-positive, differentiated, and neurons. 
Double-immunolabeling against neuron-specific HRP and 
the sensory cell marker Lazarillo, however, reveals the 
presence of one or more extrinsic cells associated with 
each cluster (Suppl. Figure 2). These extrinsic cells are 
exclusively HRP-negative/Laz-positive over the age spec-
trum we tested, and their identity must be established in 
a later study.

Discussion

Johnston’s organ is a prominent sensory structure of the 
antenna across a wide spectrum of insect species and has 
been universally found to function in audition (Toh 1981; 
Toh and Yokohari 1985; Jeram and Pabst 1996; Göpfert and 
Robert 2001a, b; 2002; Göpfert et al. 2002; Todi et al. 2004; 

Fig. 4   Confocal images from five repeat preparations (P1–P5) show 
initial neuronal lineages belonging to Johnston’s organ (JO) as well 
as campaniform sensilla (cs) in the ventral epithelium of the pedicel 
following α-HRP labeling at 39% of embryogenesis. Note the con-
served locations of the cell clusters across preparations (vertical white 
dashed lines), consistent with there being an underlying topographic 
coordinate system to the epithelium. The scale bar represents 30 µm 
throughout
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Boekhoff-Falk 2005; Eberl and Boekhoff-Falk 2007; Jarman 
2014). In the locust Schistocerca gregaria, the JO is located 
in the pedicellar segment of the antenna (Gewecke 1972, 
1979) and, as with other sensory structures in hemimetab-
olous insects (see Anderson 1973; Chapman 1982), must 
develop during embryogenesis in order to be functional on 
hatching. We show here that the cellular organization of the 
JO at mid-embryogenesis already strongly resembles that of 
the adult (Figs. 1, 5, and 6) and is consistent with the time-
frame over which the sensory complement of the tympanal 
ear forms in orthopteroid insects (Meier and Reichert 1990; 
Klose 1991). It is likely that maturation of the JO will take 
place during late embryonic and postembryonic develop-
ment and involve changes in mechano-sensitivity as reported 
for the tympanal ear of orthopteroid insects (Ball and Young 
1974; Ball and Hill 1978; Ball 1979; Michel and Petersen 
1982). Mechanosensitivity of the antennal chordotonal sense 
organ (CHO) in Drosophila is regulated by a spectrum of 
transcriptional and motor proteins (see Göpfert and Rob-
ert 2001a; Boekhoff-Falk 2005; Todi et al. 2005; Eberl and 
Boekhoff-Falk 2007), including atonal, which is required 
for the formation of the joint associated with the CHO and 
where the loss of ato function renders the antennal receiver 
insensitive to sound (Göpfert et al. 2002). It is speculative 
but plausible that these mechanisms are conserved across 
insect species.

Topographic organization of the pedicellar 
epithelial domain

The scape, pedicel, and flagellum of the locust antenna 
represent true segments, and their development is regu-
lated by molecular mechanisms homologous to those 
forming other head and body appendages (see Gibson 
and Gehring 1988; Casares and Mann 1998). Accordingly, 
antibody labeling shows that common patterns of cell sur-
face epitopes such as Annulin (Bastiani et al. 1992; Boyan 
et al. 2018) and Lachesin (Karlstrom et al. 1993; Boyan 
and Ehrhardt 2020) are present in their epithelia. Lachesin 
expression in the embryonic pedicel takes the form of a 
single stripe (Fig. 2) within which putative sense-organ 
precursors (SOPs) generating the cell clusters of the JO 
are located (Figs. 2d and 3). The initial neuronal progeny 
of these SOPs are seen to occupy remarkably conserved 
locations within the pedicellar domain (Fig. 4; Suppl. 
Figure 1), consistent with a predetermined position and 
suggesting a topographic organization of the Lach-posi-
tive epithelial domain of the pedicel. Our data, therefore, 
correlate with the position-specific coordinate system for 
neuroectodermal progenitors of the central nervous sys-
tem of the locust and Drosophila (Doe et al. 1991; Doe 
1992), as well as for sensory epithelia such as the retina of 
Drosophila (see Fischbach and Hiesinger 2008). Whether 

Fig. 5   Development of the neuronal clusters Johnston’s organ (JO) 
in the pedicel at four successive ages following double-labeling 
against epithelial cell-specific Lachesin (red channels, top panels) 
and neuron-specific HRP (green channels, middle panels). Bottom 
panels show superposition of channels (merge). Confocal views are 
from ventral throughout. a At 40% of embryogenesis, two prominent 
clusters of Lach-positive cells (white stars) are present within the 
Lach domain (α-Lach). HRP-positive neurons (white stars, α-HRP) 
have differentiated and co-locate to each Lach cluster as superposi-
tion shows (merge, yellow). Neurons from campaniform sensilla 
(cs) have also differentiated. The ventral sensory tract (vt) from the 
flagellum transits the pedicel toward the antennal base. b At 42% of 
embryogenesis, five clusters of Lach-positive cells have formed in 
the Lach domain (α-Lach) of the pedicel. Superposition (merge, yel-
low) shows that three clusters of Lach-positive cells (white stars) 
co-locate to clusters of HRP-positive neurons (white stars, α-HRP), 

while two other clusters of Lach-positive cells (white arrowheads) do 
not yet contain differentiated neurons. Neurons have generated initial 
dendritic processes (open white arrowheads). c At 48% of embryo-
genesis, all five Lach-positive clusters in the Lach domain (α-Lach, 
white stars) now contain HRP-positive neurons (α-HRP, white 
stars) as superposition (merge, yellow) shows. Neurons have gener-
ated elongated dendritic processes (open white arrowheads), while 
campaniform sensilla (open/white arrowheads) and sensory cells of 
chordotonal organs (white crosses) have also differentiated. d At 55% 
of embryogenesis, six clusters of Lach-positive cells (α-Lach, white 
stars) are present in the pedicel. HRP-positive differentiated neurons 
of JO (α-HRP, white stars) co-locate to each of these clusters (merge, 
yellow). Neuronal clusters forming chordotonal organs (open white 
arrowheads) and campaniform sensilla (open/white arrowheads) are 
evident. The scale bar represents 60 µm in a, b; 55 µm in c; 65 µm in 
d
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the position of progenitors in the pedicel of the locust 
antenna is regulated by mechanisms homologous to those 
identified in Drosophila (Seven up, Prospero, goose-
berry-distal: see Skeath et al. 1995) awaits clarification.

Neuronal lineages

As the sense-organ precursors (SOPs) generate their lin-
eages, their conserved locations translate into the sub-
sequent organization of cell clusters making up the JO 
(Figs. 3, 4, and 6). We found the number of clusters con-
tributing to the JO at any given age to be remarkably con-
stant, with no variance at all across 18 preparations at 40% 
of embryogenesis, for example (Fig. 7). We detected only 
one large SOP associated with each lineage, indicating 
that the progeny represent a single clone, as in the cock-
roach (Blöchl and Selzer 1988) and Drosophila (Campos-
Ortega and Hofbauer 1977; Lawrence and Green 1979). 
In Drosophila, the selection and specification of SOPs are 
regulated by a range of factors, including homothorax, cut, 
atonal, and Delta-Notch signaling (see Artavanis-Tsakonas 
and Simpson 1991; Jarman et al. 1993, 1995; Jarman 2014 
for details), factors which have been shown to be conserved 
(see Singhania and Grueber 2014) and so may also play a 
role in determining SOP identity in other species. Each 
clone would then derive from successive asymmetric cell 
cycles of an SOP, as has been proposed for antennal pio-
neers in the locust (Boyan and Ehrhardt 2017), Johnston’s 
organ in Drosophila (Jarman 2014), and visual neurons 
of the medulla in Drosophila (Apitz and Salecker 2014). 
In order to determine if the neuronal complement of a 
clone in the locust is traceable to the smaller precursor 

accompanying each SOP (Fig. 3b–d), which would then 
constitute part of the pIIb/pIIIb path as in the homologous 
structure in Drosophila (Jarman 2014), we need to be able 
to identify such precursors individually (c.f. Pearson and 
Doe 2003). Application of pulsed labeling with Edu/BrDU, 
along with intracellular dye injection, both methods which 

Fig. 6   Cluster organization of Johnston’s organ during embryonic 
development following labeling with α-HRP. Antennal coordinates 
are a, apex; b, base; d, dorsal; v, ventral. a 3D reconstruction (trans-
verse view) of the JO at 41% of embryogenesis reveals three ventral 
neuronal clusters (black stars) with dendrites (open white arrow-
heads) extending to the epithelium (vEp) and a mirror-symmetrical 
group of three dorsal cell clusters with dendrites (white/open arrow-
heads) extending to the dorsal epithelium (dEp). b 3D reconstruction 
(transverse view) of the JO at 55% of embryogenesis shows that there 
are now six ventral and six dorsal neuronal clusters organized cir-
cumferentially (dashed white oval) within the pedicel. Cell clusters of 
campaniform sensilla (cs) are present at the lateral edges of the pedi-
cel (c.f. Gewecke 1972, 1979). c 3D confocal reconstruction of the JO 
at 55% of embryogenesis shows six ventral (white crosses, magenta) 
and six dorsal (white stars, green) cell clusters in the pedicel (Pe). 
Dendrites (magenta/green open arrowheads) from each cluster extend 
apically and in parallel for over 50 µm. d Image of the JO in the pedi-
cel of a wholemount antenna viewed from ventral using Nomarski 
optics at 55% of embryogenesis following labeling with α-HRP and 
counterstaining with DAB. Clusters of HRP-positive neurons (white 
stars) direct axons (white arrowheads) basally toward the scape and 
scolopales apically to their insertion points (open black arrowheads) 
in the epithelium. The scale bar represents 25 µm in a, c; 20 µm in b; 
30 µm in d

▸
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have previously allowed the ontogeny of pioneer neurons at 
the antennal tip of the embryonic locust to be established 
(Boyan and Ehrhardt 2017), may help resolve lineage ques-
tions in cell clusters of the JO.

Taken together, our data are consistent with the JO in the 
locust possessing a type I sensory organization in common 
with other internal chordotonal organs for stretch or vibra-
tion (see Yack 2004; Singhania and Grueber 2014). Indeed, 
comparative data reveal a remarkably similar circumferential 
organization of cell clusters in both the JO of the embry-
onic locust (Fig. 6b) and the phylogenetically distant adult 
ant (Grob et al. 2021, Fig. 4), consistent with a conserved 
structural requirement for detecting and encoding these envi-
ronmental signals.

Cartridge composition

Our confocal reconstructions show that the neurons of each 
lineage of the JO are organized into cartridges (Figs. 3e 
and 6; Suppl. Figure 2), whose organization is reminiscent 
of that of retinal photoreceptors in the fly (see Strausfeld 
1976; Meinertzhagen and Hanson 1993; Jarman et al. 1995). 
Indeed, the fact that in Drosophila atonal functions in the 
initial development of Johnston’s organ, stretch receptors, 
and the eye, has led to the suggestion that these organs 
derive from an ancestral atonal-dependent protosensory 
organ (Niwa et al. 2004).

The final number of HRP-positive cells contributing to 
a cartridge of the JO in the locust is five (Fig. 7), as it is 
in the adult scolopendrium of the connective CHO in the 
pedicel of the cockroach (Blöchl and Selzer 1988), the mos-
quito (Schmidt 1967), or olfactory sensilla on moth antennae 
(Keil and Steiner 1990; Keil 1997). Consistent with this, 
comparative data suggest the SOP generates the clonal car-
tridge comprising cap cell, attachment cell, scolopale cell, 
ligament cell, and neurons according to a ground plan for 
sensillum development which is conserved across species 
(see Lai and Orgogozo 2004; Jarman 2014). Given this 
common organization of sensory cartridges across species, 
the mechanisms for determining cell fates (see Fischbach 
and Hiesinger 2008) and assembling the postsynaptic cell 
complement in sensory cartridges (see Huang et al. 1998) 
reported for Drosophila may also be conserved but have not 
yet been demonstrated in the locust.

When we examined the sensory clusters of the JO in the 
locust via double-labeling against Lazarillo, a GPI-linked 
cell surface lipocalin expressed by sensory cells in both the 
locust and Drosophila (Ganfornina et al. 1995; Sánchez 
et al. 1995), and neuron-specific HRP (Jan and Jan 1982), 
we found additional Lazarillo-positive/HRP-negative cells 
associated with each cartridge (Suppl. Figure 2). Such non-
neuronal cells could represent the attachment or ligament 
cells found in the JO of Drosophila (Jarman 2014) or glia-
like accessory cells common to sensory units associated with 

Fig. 7   Graphical presentation of the number of HRP-positive clusters 
(blue) and the number of HRP-positive neurons/cluster (green) com-
prising Johnston’s organ at ages 35–55% of embryogenesis. As there 
was no significant difference in neuronal numbers between ventral 
and dorsal clusters at any given age, the data presented here derive 
from a representative cluster of the ventral midline. Data points for 
neurons/cluster (green) show means and standard deviations obtained 
from (n) preparations as follows: 36% (7), 38% (4), 39% (11), 40% 
(18), 41% (6), 45% (6), 48% (4), 50% (4), and 55% (4). Neuronal 

numbers increase in a saturating manner, stabilizing at 40%. Data 
points for numbers of clusters (blue) show means and standard devi-
ations from the same preparations as above. Note that there was no 
variance whatever at any given age. Cluster numbers increase sto-
chastically. The spatial distribution of clusters in the pedicel (inset i) 
suggests a binary increase with age and matches the pattern of mitoti-
cally active precursors and their lineages present in the Lach domain 
(c.f. Figures 3, 4, and 5)
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mechano- and olfactory sensilla of insect antennae (Blöchl 
and Selzer 1988; Keil and Steiner 1990; Keil 1997). Their 
identity in the locust is still unclear as previous experiments 
with the glia-specific homeobox gene repo failed to find an 
expression compatible with the developing cell clusters of 
the JO (Boyan and Williams 2004, 2007). Additional labe-
ling, for example with α-Tubulin, which in the cockroach 
specifically stains the attachment cell, or fluorescent phal-
loidin, which exclusively stains the scolopale (see Wolfrum 
1990), may provide insights into their identity, as would a 
future ultrastructural analysis.

Supplementary Information  The online version contains supplemen-
tary material available at https://​doi.​org/​10.​1007/​s00427-​022-​00695-2.

Acknowledgements  We thank Karin Fischer for her excellent techni-
cal assistance.

Author contribution  G.B. and E.E. both wrote and checked the text 
of the manuscript. G.B. and E.E. both conceived, created, and cross-
checked all the figures. G.B. and E.E. agree on the content, format, 
author list, and contribution statements with respect to the final 
manuscript.

Funding  Open Access funding enabled and organized by Projekt 
DEAL. During the course of this study, both authors received fund-
ing and other support directly from the Graduate School of Systemic 
Neuroscience, University of Munich.

Data availability  Core data supporting this study are archived with 
Dr. E.E. Ehrhardt, AG Ito, Institute of Zoology, Universität zu Köln, 
Zülpicher Str. 47b, 50,674 Cologne, Germany and can be viewed on 
request.

Declarations 

Ethics approval  All experiments were performed in accordance 
with the guidelines for animal welfare as laid down by the Deutsche 
Forschungsgemeinschaft (DFG).

Consent for publication  Permissions have been obtained from the 
copyright holders for the use of figures previously published elsewhere 
and reproduced in this manuscript. These permissions are available on 
request.

Competing interests  The authors declare no competing interests.

Open Access  This article is licensed under a Creative Commons Attri-
bution 4.0 International License, which permits use, sharing, adapta-
tion, distribution and reproduction in any medium or format, as long 
as you give appropriate credit to the original author(s) and the source, 
provide a link to the Creative Commons licence, and indicate if changes 
were made. The images or other third party material in this article are 
included in the article's Creative Commons licence, unless indicated 
otherwise in a credit line to the material. If material is not included in 
the article's Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will 
need to obtain permission directly from the copyright holder. To view a 
copy of this licence, visit http://​creat​iveco​mmons.​org/​licen​ses/​by/4.​0/.

References

Anderson DT (1973) Embryology and phylogeny in annelids and arthro-
pods. Pergamon Press, Oxford

Apitz H, Salecker I (2014) A challenge of numbers and diversity: neu-
rogenesis in the Drosophila optic lobe. J Neurogen 28:233–249

Artavanis-Tsakonas S, Simpson P (1991) Choosing a cell fate: a view 
from the Notch locus. Trends Genet 7:403–408

Ball EE (1979) Development of the auditory tympana in the cricket Tel-
eogryllus commodus (Walker): experiments on regeneration and 
transplantation. Experientia 35:324–325

Ball EE, Hill KG (1978) Functional development of the auditory sys-
tem of the cricket, Teleogryllus commodus. J Comp Physiol A 
127:131–138

Ball E, Young D (1974) Structure and development of the auditory system 
in the prothoracic leg of the cricket Teleogryllus commodus (Walker). 
II. Postembryonic Development. Z Zellforsch 147:313–324

Bastiani MJ, de Couet HG, Quinn JMA, Karlstrom RO, Kotrla KJ, 
Goodman CS, Ball EE (1992) Position-specific expression of 
the annulin protein during grasshopper embryogenesis. Dev Biol 
154:129–142

Bentley D, Keshishian H, Shankland M, Torian-Raymond A (1979) 
Quantitative staging of embryonic development of the grasshop-
per, Schistocerca nitens. J Embryol Exp Morphol 54:47–74

Blöchl R, Selzer R (1988) Embryogenesis of the connective chordo-
tonal organ in the pedicel of the American cockroach: cell lineage 
and morphological differentiation. Cell Tissue Res 252:669–678

Boekhoff-Falk G (2005) Hearing in Drosophila: development of 
Johnston´s organ and emerging parallels to vertebrate ear devel-
opment. Dev Dyn 232:550–558

Boyan G, Ehrhardt E (2017) Ontogeny of pioneer neurons in the anten-
nal nervous system of the grasshopper Schistocerca gregaria. Dev 
Genes Evol 227:11–23

Boyan G, Ehrhardt E (2020) Epithelial domains and the primordial 
antennal nervous system of the embryonic grasshopper Schis-
tocerca gregaria. Inv Neurosci 20:6

Boyan GS, Williams JLD (2004) Embryonic development of the sen-
sory innervation of the antenna of the grasshopper Schistocerca 
gregaria. Arthr Struct Dev 33:381–397

Boyan GS, Williams JLD (2007) Embryonic development of a periph-
eral nervous system: nerve tract associated cells and pioneer neu-
rons in the antenna of the grasshopper Schistocerca gregaria. 
Arthr Struct Dev 36:336–350

Boyan G, Liu Y, Khalsa S, Hartenstein V (2017) A conserved plan 
for wiring up the fan-shaped body in the grasshopper and Dros-
ophila. Dev Genes Evol 227:253–269

Boyan G, Graf P, Ehrhardt E (2018) Patterns of cell death in the 
embryonic antenna of the grasshopper Schistocerca gregaria. 
Dev Genes Evol 228:105–118

Campos-Ortega JA, Hofbauer A (1977) Cell clones and pattern forma-
tion: on the lineage of photoreceptor cells in the compound eye of 
Drosophila. Wilhelm Roux’ Archiv 181:227–245

Casares F, Mann RS (1998) Control of antennal versus leg develop-
ment in Drosophila. Nature 392:723–726

Chapman RF (1982) The insects: structure and function. Hodder and 
Stoughton, London

Chapman RF (2002) Development of phenotypic differences in sensil-
lum populations on the antennae of a grasshopper, Schistocerca 
americana. J Morphol 254:186–194

Chapman RF, Greenwood M (1986) Changes in distribution and abun-
dance of antennal sensilla during growth of Locusta migratoria L. 
(Orthoptera: Acrididae). Int J Insect Morphol Embryol 15:83–96

Doe CQ (1992) Molecular markers for identified neuroblasts and gan-
glion mother cells in the Drosophila central nervous system. Devel-
opment 116:855–863

112 Development Genes and Evolution (2022) 232:103–113

https://doi.org/10.1007/s00427-022-00695-2
http://creativecommons.org/licenses/by/4.0/


1 3

Doe CQ, Chu-LaGraff Q, Wright DM, Scott MP (1991) The prospero 
gene specifies cell fates in the Drosophila central nervous system. 
Cell 65:451–464

Eberl DF, Boekhoff-Falk G (2007) Development of Johnston’s organ in 
Drosophila. Int J Dev Biol 51:679–687

Ehrhardt E, Kleele T, Boyan GS (2015a) A method for immunolabeling 
neurons in intact cuticularized insect appendages. Dev Genes Evol 
225:187–194

Ehrhardt E, Liu Y, Boyan GS (2015b) Axogenesis in the antennal nerv-
ous system of the grasshopper Schistocerca gregaria revisited: the 
base pioneers. Dev Genes Evol 225:39–45

Ehrhardt EE, Graf P, Kleele T, Liu Y, Boyan GS (2016) Fates of identi-
fied pioneer cells in the developing antennal nervous system of 
the grasshopper Schistocerca gregaria. Arthr Struct Dev 45:23–30

Fischbach K-F, Hiesinger PR (2008) Optic lobe development: In: Technau 
GM (ed) Brain development in Drosophila melanogaster. Landes 
Bioscience and Springer Science + Business Media pp 115–136

Ganfornina MD, Sánchez D, Bastiani MJ (1995) Lazarillo, a new GPI-
linked surface lipocalin, is restricted to a subset of neurons in the 
grasshopper embryo. Development 121:123–134

Gewecke M (1972) Bewegungsmechanismus und Gelenkrezeptoren der 
Antennen von Locusta migratoria L. (Insecta, Orthoptera). Zeit 
Morph Ökol Tiere 71:128–149

Gewecke M (1979) Central projections of antennal afferents for the flight 
motor in Locusta migratoria (Orthoptera: Acrididae). Entom Gen 
5:317–320

Gibson G, Gehring WJ (1988) Head and thoracic transformation caused 
by ectopic expression of Antennapedia during Drosophila develop-
ment. Development 102:657–675

Göpfert M, Robert D (2001a) Turning the key on Drosophila audition. 
Nature 411:908

Göpfert M, Robert D (2001b) Active auditory mechanics in mosquitoes. 
Proc R Soc Lond B 268:333–339

Göpfert MC, Robert D (2002) The mechanical basis of Drosophila audi-
tion. J Exp Biol 205:1199–1208

Göpfert MC, Stocker H, Robert D (2002) atonal is required for exoskel-
etal joint formation in the Drosophila auditory system. Dev Dyn 
225:106–109

Grob R, Tritscher C, Grübel K, Stigloher C, Groh C, Fleischmann PN, 
Rössler W (2021) Johnston’s organ and its central projections in 
Cataglyphis desert ants. J Comp Neurol 529:2138–2155

Hendzel M, Wie Y, Mancini MA, Van Hooser A, Ranali T, Brinkley BR, 
Bazett-Jones DP, Allis CD (1997) Mitosis-specific phosphorylation 
of histone H3 initiates primarily within pericentromeric heterochro-
matin during G2 and spreads in an ordered fashion coincident with 
mitotic chromosome condensation. Chromosoma 106:348–360

Huang Z, Shilo BZ, Kines S (1998) A retinal axon fascicle uses spitz, an 
EGF receptor ligand, to construct a synaptic cartridge in the brain 
of Drosophila. Cell 95:693–703

Jan LY, Jan YN (1982) Antibodies to horseradish-peroxidase as specific 
neuronal markers in Drosophila and grasshopper embryos. Proc 
Natl Acad Sci USA 79:2700–2704

Jarman AP (2014) Development of the auditory organ (Johnston’s organ) 
in Drosophila. In: Romand R, Varela-Nieto I (eds) Development 
of auditory and vestibular systems. Academic Press, Cambridge, 
pp 31–63

Jarman AP, Grau Y, Jan LY, Jan YN (1993) atonal is a proneural gene 
that directs chordotonal organ formation in the Drosophila periph-
eral nervous system. Cell 73:1307–1321

Jarman AP, Sun Y, Jan LY, Jan YN (1995) Role of the proneural gene, 
atonal, in formation of Drosophila chordotonal organs and photo-
receptors. Development 121:2019–2030

Jeram S, Pabst MA (1996) Johnston’s organ and central organ in Nezara 
viridula (L.) (Heteroptera, Pentatomidae). Tissue Cell 28:227–235

Johnston C (1855) Auditory apparatus of the Culex mosquito. Quart J 
Micros Sci 3:97–102

Karlstrom RO, Wilder LP, Bastiani J (1993) Lachesin: an immunoglobu-
lin superfamily protein whose expression correlates with neurogen-
esis in grasshopper embryos. Development 118:509–522

Keil TA (1997) Comparative morphogenesis of sensilla: a review. Int J 
Insect Morphol Embryol 26:151–160

Keil TA, Steiner C (1990) Morphogenesis of the antenna of the male silk-
moth, Antheraea polyphemus. II. Differential mitoses of ‘dark’ pre-
cursor cells create the Anlagen of sensilla. Tissue Cell 22:705–720

Klose M (1991) Aspekte der Entwicklung des peripheren sensorischen 
Nervensystems in den Beinanlagen von Grillen und Heuschrecken. 
Doctoral Thesis, Ludwig-Maximilians-Universität, München

Lai EC, Orgogozo V (2004) A hidden program in Drosophila peripheral 
neurogenesis revealed: fundamental principles underlying sensory 
organ diversity. Dev Biol 269:1–17

Lawrence PA, Green SM (1979) Cell lineage in the developing retina of 
Drosophila. Dev Biol 71:142–152

Meier T, Reichert H (1990) Embryonic development and evolutionary 
origin of the orthopteran auditory system. J Neurobiol 21:592–610

Meinertzhagen IA (1933) Hanson TE (1993) The development of the 
optic lobe. In: Bate M, Martinez-Arias A (eds) The development of 
Drosophila melanogaster. Cold Spring Harbor Press, Cold Spring 
Harbor, pp 1363–1491

Michel K, Petersen M (1982) Development of the tympanal organ in 
larvae of the migratory locust (Locusta migratoria ). Cell Tissue 
Res 222:667–676

Niwa N, Hiromi Y, Okabe M (2004) A conserved developmental pro-
gram for sensory organ formation in Drosophila melanogaster. 
Nature Gen 36:293–297

Ochieng S, Hallberg E, Hansson B (1998) Fine structure and distribu-
tion of antennal sensilla of the desert locust, Schistocerca gregaria 
(Orthoptera: Acrididae). Cell Tissue Res 291:525–536

Pearson BJ, Doe CQ (2003) Regulation of neuroblast competence in 
Drosophila. Nature 425:624–628

Sánchez D, Ganfornina MD, Bastiani MJ (1995) Developmental expres-
sion of the lipocalin Lazarillo and its role in axonal pathfinding in 
the grasshopper embryo. Development 121:135–147

Schmidt K (1967) Die Entwicklung der Scolopidien im Johnston’schen 
Organ von Aedes aegypti während der Puppenphase. Verh Dtsch 
Zool Ges 31:750–762

Singhania A, Grueber WB (2014) Development of the embryonic and 
larval peripheral nervous system of Drosophila. Wiley Interdiscip 
Rev Dev Biol 3:193–210

Skeath JB, Zhang Y, Holmgren R, Carroll SB, Doe CQ (1995) Specifica-
tion of neuroblast identity in the Drosophila embryonic central nervous 
system by gooseberry-distal. Nature 376:427–430

Strausfeld NJ (1976) Atlas of an insect brain. Springer Verlag, Heidelberg
Todi SV, Sharma Y, Eberl DF (2004) Anatomical and molecular design of 

the Dro- sophila antenna as a flagellar auditory organ. Microsc Res 
Tech 63:388–399

Todi SV, Franke JD, Kiehart DP, Eberl DF (2005) Myosin VIIA defects, 
which underlie the Usher 1B syndrome in humans, lead to deafness in 
Drosophila. Curr Biol 15:862–868

Toh Y (1981) Fine structure of sense organs on the antennal pedicel and 
scape of the male cockroach, Periplaneta americana. J Ultrastruct Res 
77:119–132

Toh Y, Yokohari F (1985) Structure of the antennal chordotonal sensilla of 
the American cockroach. J Ultrastruct Res 90:124–134

Wolfrum U (1990) Actin filaments: the main components of the scolo-
pale in insect sensilla. Cell Tissue Res 261:85–96

Yack JE (2004) The structure and function of auditory chordotonal 
organs in insects. Microsc Res Tech 63:315–333

Publisher's note  Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

113Development Genes and Evolution (2022) 232:103–113


	Early embryonic development of Johnston’s organ in the antenna of the desert locust Schistocerca gregaria
	Abstract
	Introduction
	Materials and methods
	Animals and preparation
	Primary antibodies
	Secondary antibodies

	Results
	Sensory apparatus of the antennal base
	Epithelial domains
	Sense organ precursors and initial lineages of Johnston’s organ
	Topographic organization of the pedicellar epithelium
	Developing neuronal clusters of Johnstons’organ

	Discussion
	Topographic organization of the pedicellar epithelial domain
	Neuronal lineages
	Cartridge composition

	Acknowledgements 
	References


