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Exchange factors directly activated 
by cAMP mediate melanocortin 4 
receptor-induced gene expression
Evi Glas, Harald Mückter, Thomas Gudermann & Andreas Breit

Gs protein-coupled receptors regulate many vital body functions by activation of cAMP response 
elements (CRE) via cAMP-dependent kinase A (PKA)-mediated phosphorylation of the CRE binding 
protein (CREB). Melanocortin 4 receptors (MC4R) are prototypical Gs-coupled receptors that orchestrate 
the hypothalamic control of food-intake and metabolism. Remarkably, the significance of PKA for 
MC4R-induced CRE-dependent transcription in hypothalamic cells has not been rigorously interrogated 
yet. In two hypothalamic cell lines, we observed that blocking PKA activity had only weak or no effects 
on reporter gene expression. In contrast, inhibitors of exchange factors directly activated by cAMP-
1/2 (EPAC-1/2) mitigated MC4R-induced CRE reporter activation and mRNA induction of the CREB-
dependent genes c-fos and thyrotropin-releasing hormone. Furthermore, we provide first evidence 
that extracellular-regulated kinases-1/2 (ERK-1/2) activated by EPACs and not PKA are the elusive CREB 
kinases responsible for MC4R-induced CREB/CRE activation in hypothalamic cells. Overall, these data 
emphasize the pivotal role of EPACs rather than PKA in hypothalamic gene expression elicited by a 
prototypical Gs-coupled receptor.

MC4R are activated by melanocortins such as the α -melanocyte-stimulating hormone (α -MSH). They are pre-
dominantly expressed in the brain, but also in adipocytes, melanocytes as well as in the heart, lung, liver and 
testis1–6. MC4R signalling induces the expression of a set of specific genes to exert catabolic effects by decreasing 
food intake and increasing energy expenditure. In addition, MC4R exert anti-inflammatory actions by means of 
decreased cytokine expression and prostaglandin release7. Furthermore, α -MSH-induced MC4R activation has 
been shown to be neuroprotective, to improve memory and learning, induce neurite-like outgrowth, and affect 
reproduction8–13.

MC4R belong to the superfamily of G protein-coupled receptors (GPCR). In analogy to β -adrenergic recep-
tors they regulate intracellular cAMP concentrations by Gs protein-mediated adenylyl cyclase activation14. As 
expected from a prototypical Gs-coupled receptor, MC4R have been shown to modify the activity of multiple 
kinases such as PKA, AMP-activated kinase, c-jun kinase, phosphatidylinositol-3-kinase and protein kinase C15. 
Down-stream of these kinases, MC4R signalling regulates ion channel activity and gene expression15. Effects of 
MC4R on gene expression have so far been attributed to cAMP-mediated PKA activation leading to subsequent 
phosphorylation of the transcription factor CREB and CRE-dependent transcription16–25. However, it appears 
that the role of PKA in this process is conjectural rather than experimentally documented, because to date a defin-
itive role of PKA for MC4R-induced CREB/CRE activation has not been rigorously worked out. This scenario is 
particularly remarkable because 1) ERK-1/2 kinases have been implicated in MC4R-induced hypothalamic CREB 
phosphorylation in vivo and 2) exchange factors directly activated by cAMP (so called EPAC proteins) induce 
CREB phosphorylation via ERK-1/2 when dopamine or cell-permeable cAMP analogues were applied to PC-12 
or pituitary cells26–31. Thus, EPACs may represent an alternative molecular connection between MC4R/Gs and 
CREB/CRE. However, the role of EPACs for MC4R signaling has not yet been experimentally interrogated at all.

In order to dissect the roles of PKA and EPACs in MC4R-promoted CREB/CRE-dependent gene expression, 
we took advantage of HEK-293 cells and two distinct hypothalamic cell lines that either express recombinant 
human or endogenous murine MC4R and investigated the impact of selective pharmacological PKA, EPAC-
1/2 or ERK-1/2 inhibition on MC4R-induced CREB phosphorylation, CRE activation and c-fos or TRH mRNA 
induction.
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Results
Pivotal role of EPACs for α-MSH-induced CRE activation. To investigate the role of PKA and EPACs 
in MC4R-induced CRE activation, we used previously established HEK-293-MC4R cells stably expressing the 

Figure 1. Significant role for EPACs in α-MSH-induced CRE activation: HEK-293-MC4R cells.  
(A) cAMP accumulation was measured after labeling of HEK-293-MC4R cells with [3H]-adenine followed 
by the purification of [3H]cAMP and [3H]ATP by sequential chromatography. Cells were stimulated with 
1 μM α -MSH for 30 min at 37 °C (N =  5). Asterisks indicate a significant difference between MSH and basal 
using the two-sample Student’s t-test. In (B,C) HEK-293-MC4R cells were transfected with a reporter gene 
construct harboring the firefly luciferase gene under the control of a CRE-dependent promoter. In (B) cells were 
stimulated with various concentrations of α -MSH for 4 h. Means of 4 independent experiments performed in 
quadruplicates were compiled. Asterisks indicate a significant difference to cells stimulated with the lowest  
α -MSH concentration (− 12) using one-way ANOVA followed by Dunnett’s analysis. In (C) cells were stimulated  
or not with 1 μ M of α -MSH for 4 h after 30 min pretreatment with KT-5720 (5 μ M; N =  7), A-812511 (10 μ M; 
N =  8), rp-Br-cAMPs (50 μ M; N =  6), ESI-09 (20 μ M; N =  14), HJC-0197 (25 μ M; N =  3) or ESI-05 (50 μ M; 
N =  4) or the carrier DMSO (0.1% or 0.2%). Data were compiled first by normalizing α -MSH-induced CRE 
activation to the carrier or to the inhibitor alone and then by calculating the inhibition as percentage. Hashed 
signs indicate a significant difference to zero using the one-sample Student’s t-test.
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human MC4R32. HEK-293-MC4R cells reacted to α -MSH with increased cAMP accumulation (Fig. 1A) and 
concentration-dependent CRE activation after transfection of cells with a CRE-dependent reporter plasmid 
(Fig. 1B). Thus, we used HEK-293-MC4R cells to analyse the effects of the PKA inhibitors KT-5720, A-812511 
and rp-Br-cAMPs, the EPAC-1/2 inhibitors ESI-09 and HJC-0197 or the EPAC-2 selective inhibitor ESI-05 on 
MC4R-induced CRE activation (Fig. 1C and Suppl. S1). Surprisingly, none of the PKA inhibitors attenuated the 
effects of α -MSH on the CRE reporter, indicating that PKA activity is not required in this process. In contrast, 
both EPAC-1/2 inhibitors blunted α -MSH-induced CRE activation, compatible with the notion that EPAC-1/2 
activity is required. The EPAC-2 selective inhibitor was without effect, suggesting that EPAC-1 is responsible for 
MC4R-mediated CRE activation in HEK-293 cells.

We next asked whether the participation of EPACs in MC4R-induced CRE-dependent reporter activation is 
restricted to HEK-293 cells or rather reflects a general scenario. Therefore, we used the well-established, hypotha-
lamic cell line GT1-7 endogenously expressing murine MC4R33. As shown in Fig. 2A, the GT1-7 cell pool used 
herein reacted to α -MSH with concentration-dependent cAMP accumulation, indicating endogenous expression 
of the MC4R or the MC3R subtype, which is also expressed in hypothalamic cells and activated by α -MSH. To 
distinguish between both MCR subtypes, we used γ -MSH activating MC3R, but not MC4R with a potency similar 
to α -MSH. The concentration-response curve of γ -MSH was shifted to higher concentrations by a factor of ~100, 
strongly suggesting expression of the MC4R in GT1-7 cells. Next, we transfected the CRE reporter into GT1-7 
cells and analysed the effects of PKA and EPAC-1/2 inhibitors on α -MSH-induced CRE activation (Fig. 2B, 
and Suppl. S2). Concordant with the data observed in HEK-293-MC4R cells, none of the three PKA inhibitors 

Figure 2. Significant role for EPACs in α-MSH-induced CRE activation: GT1-7 cells. (A) cAMP 
accumulation was measured after labeling of GT1-7 cells with [3H]-adenine followed by the purification of [3H]
cAMP and [3H]ATP by sequential chromatography. Cells were stimulated with various concentrations of  
α -MSH and γ -MSH for 30 min at 37 °C. Means of 5 independent experiments performed in quadruplicates were 
compiled. Asterisks indicate a significant difference to cells stimulated either with the lowest concentration of 
α -MSH (− 11) or γ -MSH (− 9) using one-way ANOVA followed by Dunnett’s analysis. (B) GT1-7 cells were 
transiently transfected with a reporter gene construct harbouring the firefly luciferase gene under control of a 
CRE-dependent promoter. Cells were stimulated or not with 1 μ M of α -MSH for 4 h after 30 min pretreatment 
with KT-5720 (5 μ M; N =  7), A-812511 (10 μ M; N =  4), rp-Br-cAMPs (50 μ M; N =  5), ESI-09 (20 μ M; N =  5), 
HJC-0197 (25 μ M; N =  3) or ESI-05 (50 μ M; N =  5) or the carrier DMSO (0.1% or 0.2%). Data were compiled 
first by normalizing α -MSH-induced CRE activation to the carrier or to the inhibitor alone and then by 
calculating the inhibition as percentage. Hashed signs indicate a significant difference to zero using the one-
sample Student’s t-test.
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Figure 3. Significant role for EPACs in α-MSH-induced CRE activation: mHypoA-2/10-CRE cells.  
(A) Cells were stimulated with α -MSH for 30 min (N =  5). Asterisks indicate a significant difference using the 
two-sample Student’s t-test. (B) Cells were stimulated wit α -MSH or co-stimulated with HS-024 for 4 hours 
(N =  3). Asterisks indicate a significant difference using one-way ANOVA followed by Dunnett’s analysis.  
(C) Cells were pretreated or not with neuropeptide Y (NPY) and then stimulated with α -MSH. Data were compiled  
by calculating the x-fold over basal (N =  5). Asterisk indicates a significant difference using the two-sample 
Student’s t-test. (D) Cells were stimulated with increasing concentration of α -MSH or γ -MSH. Means of 11 
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affected CRE reporter activation, whereas both EPAC-1/2 inhibitors completely blocked MC4R-promoted gene 
transcription. Thus the involvement of EPACs in α -MSH-induced CRE activation is not a HEK-293 cell specific 
phenomenon, but rather a common feature of the MC4R. In contrast to HEK-293 cells, the EPAC-2 specific 
inhibitor ESI-05 also blocked α -MSH-induced CRE activation in GT1-7 cells underscoring cell-type specific roles 
of EPAC-1 and -2 in this process.

After having established a salient role of EPACs in MC4R-induced CRE-dependent activation, we next aimed 
at dissecting pertinent signaling pathways. In order to analyse CRE activity under similar experimental condi-
tions over a longer time period, we took advantage of previously reported hypothalamic mHypoA-2/10 cells that 
endogenously express MC4R and have stably integrated the CRE reporter plasmid24. mHypoA-2/10-CRE cells 
reacted to α -MSH with elevated cAMP concentrations (Fig. 3A) and CRE activation inhibitable by the selective 
MC4R antagonist, HS-024 (Fig. 3B) or the physiological antagonist, neuropeptide Y (Fig. 3C), suggestive of the 
expression of functional MC4R in mHypoA-2/10-CRE cells. In line with this notion, the potency of γ -MSH 
was profoundly reduced when compared to α -MSH (Fig. 3D). Therefore, mHypoA-2/10-CRE cells represent an 
ideal model to analyse MC4R-induced CRE activation in a native environment. As shown in Fig. 3E (Suppl. S3),  
both EPAC-1/2 inhibitors blocked ~80% of α -MSH-induced CRE activation in mHypoA-2/10-CRE cells, in 
accord with our data obtained in HEK-293 and GT1-7 cells. The selective EPAC-2 inhibitor was without effect. In 
contrast to HEK-293 and GT1-7 cells, PKA blockers significantly inhibited α -MSH-induced CRE activation in 
mHypoA-2/10-CRE cells. However, these effects were rather small and never exceeded 20% inhibition. In order 
to test whether the role of EPACs in MC4R-induced CRE activation is specific for this type of receptor or affects 
CRE activation in general, we next tested the effects of ESI-09 and HJC-0197 on serum-induced CRE activation. 
Inhibition of EPAC activity by either blocker did not affect serum-induced CRE activation (Fig. 3F,G), indicating 
that EPACs are specifically involved in MC4R-dependent signalling pathways. EPACs act as guanine-exchange 
factors of the monomeric G proteins Rap-1a, -1b or -2. Thus, EPAC-mediated CRE activation implies that Rap 
proteins might also be involved. Because no reliable Rap inhibitors are available, we used a Rap-1a selective 
siRNA approach to down-regulate Rap-1a expression in mHypoA-2/10-CRE cells. As shown in Fig. 3H,I, sub-
stantial inhibition of Rap-1a protein expression (~50%) was obtained, accompanied by significant inhibition of 
α -MSH-induced CRE activation (~30%). In contrast, serum-induced CRE activation remained unaffected, fur-
ther substantiating the concept that blockade of the EPAC/Rap pathway does not blunt CRE-dependent reporter 
activity in general, but acts specifically if initiated by MC4R signaling.

EPAC-mediated ERK-1/2 activation is required for α-MSH-induced CREB phosphorylation and 
CRE activation. We next focused on the contribution of EPACs to CREB phosphorylation. Agonist-induced 
MC4R activation entailed CREB phosphorylation in mHypoA-2/10-CRE cells, reaching a peak about 10 min 
after stimulation with α -MSH (Fig. 4A). In accord with the CRE activation data, the PKA inhibitor KT-5720 had 
no inhibitory effect, while the EPAC-1/2 inhibitor ESI-09 fully abrogated α -MSH-induced CREB phosphoryl-
ation (Fig. 4B,C). ERK-1/2 kinases induce CREB phosphorylation in non-hypothalamic cells and are activated 
by EPACs30,31. Thus, we next investigated α -MSH-induced ERK-1/2 phosphorylation in mHypoA-2/10-CRE 
cells. Agonist-induced MC4R activation resulted in increased ERK-1/2 phosphorylation for up to 20 min of 
ligand-stimulation (Fig. 5A). This effect was blocked by ESI-09 (Fig. 5B), implying involvement of EPACs in 
MC4R-induced ERK-1/2 phosphorylation. These findings support the concept of ERK-1/2 kinases functioning as 
EPAC-dependent CREB kinases activated by α -MSH. In line with this notion, the ERK-1/2 inhibitor PD-184352 
abrogated α -MSH-induced CREB phosphorylation (Fig. 5C), thus highlighting a new signalling pathway linking 
MC4R-induced cAMP accumulation to CREB phosphorylation by means of EPAC-mediated ERK-1/2 activation. 
To further corroborate this concept, we tested the effects of PD-184352 on MC4R-induced CRE activation in 
mHypoA-2/10-CRE and HEK-293-MC4R cells. As shown in Fig. 5D, ERK-1/2 inhibition significantly decreased 
α -MSH-induced CRE activation in both cell lines, lending further credence to the concept that MC4R-induced 
CRE activation requires EPAC and ERK-1/2 activity.

EPACs are necessary for MC4R-promoted c-fos and TRH mRNA induction. The promoters of the 
c-fos and TRH gene contain CRE sites and MC4R has been reported to induce both genes16,34. Thus, we tested the 
impact of KT-5720 and ESI-09 on MC4R-induced c-fos and TRH mRNA expression in mHypoA-2/10-CRE cells 

(α -MSH) or 3 (γ -MSH) experiments performed in triplicates were compiled. Asterisks indicate a significant 
difference to cells stimulated with the lowest concentration using one-way ANOVA followed by Dunnett’s 
analysis. (E) Cells were stimulated or not with 1 μ M of α -MSH for 4 h after 30 min pretreatment with KT-5720 
(5 μ M; N =  6), A-812511 (10 μ M; N =  11), rp-Br-cAMPs (50 μ M; N =  5), ESI-09 (20 μ M; N =  14), HJC-0197 
(25 μ M; N =  5) or ESI-05 (50 μ M; N =  10) or the carrier DMSO. Data were compiled by normalizing  
α -MSH-induced CRE activation to the carrier or to the inhibitor alone and then by calculating the inhibition 
as percentage. Hashed signs indicate a significant difference using the one-sample Student’s t-test. (F) Cells 
were preincubated with 0.2% DMSO or 20 μ M ESI-09 and in (G) with 0.1% DMSO or 25 μ M HJC-0197 for 
30 min and then stimulated with 20% serum for 4 hours. Asterisks indicate a significant difference using two-
way ANOVA followed by Bonferroni analysis. (H) Cells transfected with a specific Rap-1a or a control siRNA 
were subjected to western-blot analysis. In (I) α -MSH- (1 μ M) or serum-induced (20%) CRE activation was 
determined in cells either transfected with 50 nM of a specific Rap-1a or a control siRNA. Data were compiled 
first normalized to control cells or cells transfected with the Rap-1a siRNA and then by calculating the 
inhibition as percentage (N =  5). Hashed signs indicate a significant difference using the one-sample Student’s 
t-test, asterisks using the two-sample Student’s t-test.
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(Fig. 6A,B). The EPAC inhibitor obviated α -MSH-induced expression of both genes, indicating that EPACs play 
a salient role in MC4R-promoted gene expression. However, the PKA inhibitor only blocked TRH, but not c-fos 
expression, suggesting that MC4R employ both EPAC- and PKA-dependent signalling pathways to induce TRH, 
but solely EPAC-dependent pathways to drive c-fos expression.

EPAC requirement for α-MSH-induced CRE activation is not restricted to the MC4R subtype.  
The unexpected central role of EPACs in CRE activation by a prototypical Gs-coupled receptor such as the 
MC4R raises the intriguing question as to whether EPACs are also involved in CRE activation engaged by other 

Figure 4. EPAC-1/2 activity is required for α-MSH-induced CREB phosphorylation. In (A) Lysates 
of mHypoA-2/10-CRE cells stimulated with 1 μ M of α -MSH for various periods of time were subjected to 
western-blot analysis using either a phospho-specific antibody against p-CREB (Ser-133) or against the total 
tubulin protein as a loading control. One representative blot is shown. Data of 12 independent experiments 
were quantified by densitometry and ratios between p-CREB and tubulin signals calculated. Asteriks indicate 
a significant difference to time point zero using one-way ANOVA followed by Dunnett’s analysis. In (B) lysates 
of cells preincubated with KT-5720 (5 μ M) and in (C) with ESI-09 (20 μ M) or with the carrier DMSO (0.1% or 
0.2% respectively ESI-09) for 30 min and then stimulated with 1 μ M α -MSH for 5 and 10 min were subjected 
to western-blot analysis using either a phospho-specific antibody against p-CREB (Ser-133) or against the 
total tubulin protein as a loading control. One representative blot is shown. Data of 6 (B) or 8 (C) independent 
experiments were quantified by densitometry, ratios between p-CREB and tubulin signals calculated,  
α -MSH-induced CREB phosphorylation normalized to not stimulated cells. Hashed signs indicate a significant 
difference to zero using the one-sample Student’s t-test. Asterisks indicate a significant difference between ESI-09-  
and DMSO-treated cells using the two-sample Student’s t-test.
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Figure 5. α-MSH-induced CREB/CRE activation requires EPAC-1/2 and ERK-1/2 activity. (A) mHypoA-
2/10-CRE cells stimulated with 1 μ M of α -MSH for various periods of time were subjected to western-blot 
analysis using either a phospho-specific antibody against p-ERK-1/2 or against the total tubulin protein as 
a loading control. Data were quantified by densitometry and ratios between p-ERK-1/2 and tubulin signals 
calculated (N =  13). Asteriks indicate a significant difference using one-way ANOVA followed by Dunnett’s 
analysis. (B) Cells pretreated with ESI-09 (20 μ M) or with the carrier DMSO (0.2) for 30 min and then 
stimulated with 1 μ M α -MSH for 2.5 and 5 min were subjected to western-blot analysis using either a phospho-
specific antibody against p-ERK-1/2 or against the total tubulin protein as a loading control. Data of 8 (2.5 min) 
or 10 (5 min) independent experiments were quantified by densitometry, ratios between p-ERK-1/2 and tubulin 
signals calculated, α -MSH-induced ERK-1/2 phosphorylation normalized to not stimulated cells. Hashed signs 
indicate a significant difference to zero using the one-sample Student’s t-test. Asterisks indicate a significant 
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Gs-coupled receptors. The MC1R subtype also couples to Gs proteins and α -MSH-induced CREB/CRE activation 
via the MC1R regulates proliferation and differentiation of melanocytes. Very much alike the situation with the 
MC4R, PKA is thought to play a pivotal role in this process. However, experimental data defining the differential 
contributions of PKA or EPACs are lacking, even though EPACs have been implicated in melanoma develop-
ment35. To clarify this issue, we employed the B16F10 mouse melanoma cell line endogenously expressing MC1R 
and investigated the contribution of PKA and EPAC to α -MSH-induced CRE activation (Fig. 7). Of note, EPAC 
rather than PKA inhibition abrogated CRE activation via MC1R in melanoma cells, supporting the hypothesis 
that the role of EPAC for melanocortin-induced gene expression is not restricted to the MC4R subtype.

Discussion
MC4R-induced gene expression via CREs affects multiple body functions such as the central regulation of food 
intake and energy homeostasis. MC4R-induced CRE activation in the hypothalamus is of prime importance for 
the regulation of mammalian metabolism, as highlighted by the finding that mutations in the MC4R gene are the 
most frequent monogenic cause of severe obesity in humans and targeted disruption of the MC4R gene in mice 
causes an obesity/diabetes syndrome36–39. Although it is commonly accepted that MC4R-induced gene expression 
mediates biological effects, surprisingly little is known about the signalling pathways underlying MC4R-promoted 
gene induction. Herein, we uncover a hitherto unappreciated role of EPACs in MC4R-induced gene expression 
and provide compelling evidence to support the notion that a prototypic Gs-coupled receptor activates the CREB/
CRE pathway via EPACs and not necessarily via PKA.

We dissected the importance of EPACs in MC4R-induced gene expression by taking advantage of the recently 
introduced EPAC-1/2 inhibitors ESI-09 and HJC-0197 in HEK-293 cells and two hypothalamic cell lines endog-
enously expressing either human or murine MC4R. Thus, the role of EPACs in MC4R-promoted gene induction 
does not appear to be restricted to a certain cell-type, but is rather an intrinsic property of the MC4R. A recent 
study questioned the reliability of ESI-09 and HJC-0197 and described these substances as chemicals with general 
protein denaturing properties that do not selectively act on EPACs40. However, a follow-up study clearly showed 
that both drugs specifically target EPACs, particularly when used in the low μ M range (20 μ M for ESI-09 and 
25 μ M for HJC-0197)41. Off-target effects of ESI-09 and HJC-0197 on protein folding in mHypoA-2/10-CRE 
cells were ruled out, because serum-induced CRE activation (Fig. 3F,G), MC4R-induced cAMP accumulation or 
bradykinin-induced calcium signaling were left untouched (Suppl. Figs S4 and S5). Hence, both inhibitors appear 
to be reliable and suitable tools to analyse the biological roles of EPACs in general and to disentangle the role of 
EPACs in MC4R-induced gene expression in particular42–51.

Whereas MC4R-promoted CREB phosphorylation has been shown in numerous cell models as well as  
in vivo20,21,23,26, the identity of the involved CREB kinase still remained unresolved. In non-hypothalamic cells, 
ERK-1/2 have been reported to phosphorylate CREB after being activated by EPACs30,31. Using mHypoA-
2/10-CRE cells, we observed that EPAC inhibition blocked MC4R-induced ERK-1/2 and CREB phosphorylation, 
strongly suggesting ERK-1/2 as the elusive CREB kinases. This conclusion was supported by the finding that 
inhibition of ERK-1/2 activity mitigated MC4R-promoted CREB phosphorylation and resultant CRE activation. 
EPACs have been identified as guanine-exchange factors of monomeric Rap GTP-binding proteins. Accordingly, 
down-regulation of Rap-1a blunted MSH-induced CRE activation. Because Rap proteins have been shown to 
activate ERK-1/2 in many cell types, our data presented in here advocate the new concept of EPAC/Rap/ERK-1/2 
as the molecular link between MC4R and CREB/CRE (Fig. 8).

PKA activity has been proposed to play an important role in MC4R-induced CRE activation. However, exper-
imental data on the effects of PKA inhibition on MC4R-induced CREB phosphorylation or CRE reporter acti-
vation are lacking. Herein, we used three structurally and functionally distinct PKA inhibitors and tested their 
impact on MC4R-induced CRE activation in three different cell lines. We did not observe any inhibitory effects 
in HEK-293 and GT1-7 cells and only a minor reduction of MC4R-induced CRE activation in mHypoA-2/10 
cells. At this point it still remains unclear whether the minor functional consequences of PKA inhibition in 
mHypoA-2/10-CRE cells are cell type-specific or reflect methodological differences. Of note, our data do 
not at all exclude a role for PKA in MC4R signalling in general. It has been reported that PKA inhibition by 
rp-Br-cAMPs or KT-5720 blocks MC4R-mediated expression of the brain-derived neurotrophic factor (BDNF) 
in rat astrocytes, modulation of the adipose afferent reflex in the hypothalamus and the anorexigenic effects of 
MC4R in the nucleus tractus solitarius20,52–54. However, it still remains elusive whether or not CREB/CRE is also 
involved. We noted that KT-5720 significantly decreased TRH, but not c-fos mRNA induction, suggesting that 
MC4R-dependent PKA activation differentially targets the CRE sites of the TRH, but not of the c-fos promoter. 

difference using the two-sample Student’s t-test. (C) Cells pretreated with PD-184352 (10 μ M) or with the 
carrier DMSO (0.1%) for 30 min and then stimulated with 1 μ M α -MSH for 5 and 10 min were subjected to 
western-blot analysis using either a phospho-specific antibody against p-CREB (Ser-133) or against the total 
tubulin protein as a loading control. Data were quantified by densitometry, ratios between p-CREB and tubulin 
signals calculated, α -MSH-induced ERK-1/2 phosphorylation normalized to not stimulated cells (N =  6). 
Hashed signs indicate a significant difference to zero using the one-sample Student’s t-test. Asterisks indicate a 
significant difference using the two-sample Student’s t-test. In (D), mHypoA-2/10-CRE cells or HEK-293-MC4R  
cells transfected with the CRE reporter plasmid were preincubated with PD-184352 (10 μ M) or with the carrier 
DMSO (0.1%) for 30 min and then stimulated with 1 μ M α -MSH for 4 h. Data of 10 (mHypoA-2/10-CRE cells) 
or 5 (HEK-293-MC4R cells) independent experiments performed in quadruplicates were compiled and shown 
as inhibition of α -MSH-induced CRE reporter activation in %. Hashed signs indicate a significant difference to 
zero using the one-sample Student’s t-test.
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Alternatively, because the TRH promoter also contains binding sites for the transcription factors STAT-3 and 
SP-1, CREB/CRE-independent signalling might be involved. We have previously shown that MC4R do not acti-
vate STAT-3 in mHypoA-2/10 cells calling into question a role for STAT-3 in MC4R-induced TRH expression24. 

Figure 6. Significant role for EPACs in MC4R-promoted c-fos and TRH mRNA induction. qRT-PCR 
experiments were performed with cDNAs derived from serum-starved mHypoA-2/10-CRE cells pretreated 
with KT-5720 (5 μ M), ESI-09 (20 μ M) or the carrier DMSO (0.1 or 0.2 respectively) for 30 min and then 
stimulated with 1 μ M of α -MSH for 20 min. In (A) specific primer pairs against TRH and in (B) against c-fos 
were used. 5 independent cDNAs for each condition were analysed twice in triplicates, data normalized to  
β -actin and to control cells and expressed as the mean ±  S.E.M. Crossing points (Cp) were determined by the 
software supplied with the LightCycler® 480 and data analysed by the Δ Δ CP method (0.5(target gene–actin)

MSH
-(target 

gene–actin)
basal). Asterisks indicate a significant difference between ESI-09 or KT-5720 and DMSO-treated cells 

using the two-sample Student’s t-test. Hashed signs indicate a significant difference to 1.0 using the one-sample 
Student’s t-test.

Figure 7. Significant role for EPACs in MC1R-induced CRE activation. B16F10 mouse melanoma cells were 
transfected with CRE reporter plasmid, serum-starved for 24 h and then stimulated or not with 1 μ M of α -MSH 
for 4 h after 30 min pretreatment with KT-5720 (5 μ M), rp-Br-cAMPs (50 μ M), ESI-09 (10 or 20 μ M) or the 
carrier DMSO (0.1% or 0.2%). Data of 5 independent experiments performed in quadruplicates were compiled 
expressed as the mean ±  S.E.M. Asterisks indicate a significant difference between ESI-09 or DMSO-treated 
cells using the two-sample Student’s t-test.
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However, the SP-1 protein is a substrate for PKA and thus could mediate MC4R-induced TRH expression via 
PKA independently from CREB55,56. Interestingly, the promoter of the BDNF gene that is induced by MC4R in 
a PKA-dependent manner in astrocytes, also contains a site for SP-1 and effects of PKA on the BDNF promoter 
have been shown to be independent from CREB and CRE, suggesting that MC4R-promoted induction of BDNF 
via PKA might be mediated by SP-157. However, further studies a required to finally determine the role for PKA 
in MC4R-induced gene expression and to dissect the underlying signalling cascades.

EPAC proteins have been shown to affect insulin secretion, heart rate, neuronal development, inflammation 
and cell adhesion43. Thus, the aforementioned effects of MC4R signalling on neuroprotection and inflammation 
overlap with the biological effects of EPACs and may therefore require MC4R-induced EPAC activation in vivo. A 
role of EPACs in the hypothalamic control of food-intake and metabolism has not yet been established, but recent 
studies showed that EPAC activation leads to leptin resistance and mice lacking the EPAC-1 protein are less sen-
sitive to food-induced adiposity58,59. Interestingly, it has also been reported that EPAC-1-deficient mice develop 
increased body weight due to enhanced food intake and a metabolic syndrome similar to mice lacking the MC4R 
protein37,60. In spite of various discrepancies, these observations establish the hypothalamic cAMP-EPAC pathway 
as a central player in the regulation of energy metabolism, either being anabolic via blocking leptin signaling or 
catabolic via relaying MC4R signals. Because leptin exerts its catabolic effects mainly in the nucleus arcuatus and 
α -MSH in the PVN, cell-type specific EPAC signalling may account for these opposing in vivo effects. Overall, 
the present study reveals a hitherto unappreciated role of EPACs for MC4R signalling and hypothalamic gene 
expression. Therefore, the specific control of hypothalamic EPAC activity may be leveraged as a new strategy for 
the treatment of severe obesity.

It has been proposed over decades that activation of the cAMP/CREB/CRE pathway by Gs-coupled receptors 
regulates central body functions, and in many cases a contribution of PKA has been well documented. However, 
at least in the case of melanocortin receptors, our data strongly suggest that the role for PKA in CREB/CRE 
activation has been highly overestimated. It is noteworthy that recently published data even questioned a role 
for cAMP/CREB/CRE in hypothalamic MC4R signaling at all, because G-protein independent or Gq-dependent 
pathways have been shown to be required and mice lacking the CREB protein selectively in the PVN exhibited 
an unaltered reduced food-intake when challenged with a MC4R agonist61–63. Thus, further in vivo studies are 
required to reveal the exact physiological role of MC4R-induced CRE activation and TRH induction via EPACs 
as shown herein.

Figure 8. Proposed model of α-MSH-induced signaling leading to c-fos or TRH expression. Signaling 
compounds required for α -MSH-induced gene expression are depicted. PKA-induced SP-1 phosphorylation is 
speculative and has not been investigated herein.
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At this point it is not clear whether or not EPAC-promoted CRE activation is restricted to the MC4R. Of note, 
melanocortins exert their biological functions by activation of 5 distinct MCR subtypes. Besides the MC4R, the 
MC1R subtype has attracted much attention because of its significant role in skin pigmentation and melanoma 
development64,65. Herein, we also provide first experimental data showing that MC1R-induced CRE activation 
also requires EPAC and not PKA activity, suggesting that EPACs might play a common role in Gs-induced CRE 
activation within the MCR family. In the future it will be enlightening to investigate whether other Gs-coupled 
receptors also signal via EPAC and not via PKA to induce CREB/CRE-dependent gene expression.

Experimental Procedures
Materials. Cell culture reagents were obtained from Invitrogen (Darmstadt, Germany). The anti-pERK-1/2 
(E-4) and the anti-Rap-1a (sc-1482) antiserum was from Santa Cruz (Heidelberg, Germany). The pCREB-Ser-133 
antibody was purchased from cell signaling (Leiden, the Netherlands). The anti-tubulin (clone 6-11B-1) and 
the peroxidase-conjugated anti-mouse or anti-rabbit antibody, both raised in goat, from Bio-Rad (München, 
Germany). The firefly luciferase substrate was from Promega (Mannheim, Germany). rp-Br-cAMPs and γ -MSH 
were from SigmaAldrich (Deisenhofen, Germany). ESI-09, ESI-05 and HJC-0197 were from Biolog (Bremen, 
Germany), A-812511 from abcam (Cambridge, UK) and PD-184,352, HS-024 or NPY from Tocris (Bristol, UK). 
α -MSH was from Biotrend (Cologne, Germany) and KT-5720 from Enzo life science (Lörrach, Germany).

Cell culture and transfection. All cells were cultured in DMEM including 10% FBS, 2 mM L-glutamine 
and penicillin/streptomycin at 37 °C and 5% CO2. 18 to 24 h before stimulation, cells were serum-starved in 
DMEM without FBS. mHypoA-2/10 cells (Clu-176) were purchased from Cedarlane (Burlington, Canada). HEK-
293 cells stably expressing the human express-epitope-tagged MC4R receptor and mHypoA-2/10 cells stably 
expressing the CRE reporter were previously reported24,32. To down-regulate Rap-1a expression a specific siR-
NA’s (cat#: AM16708) and one random siRNA construct (cat#: AM4611) were purchased from life technologies. 
To obtain sufficient transfection efficacy siRNA’s were entered into mHypoA-2/10-CRE cells via electroporation 
using the Neon®  transfection system also from Invitrogen according to the manufacturer’s protocol. Briefly, for 
one pulse 500,000 cells together with 50 nM of the corresponding siRNA were challenged with 1450 V for 30 ms 
and then placed on a 6-well cavity for western-blotting or 96-well plates for the reporter assay.

CRE reporter assay after transient transfection. HEK-293-MC4R, GT1-7 or B16F10 cells were 
seeded in 24-well plates (~20,000/well) 24 h prior to the experiment and transfected with 250 ng of the luciferase 
reporter genes plasmid containing six CRE (5′ -TGACCTCAC-3′ ) sites using the Turbofect reagent (#R0531) 
from ThermoScientific according to the manufacturers’ protocol the next day. After removal of serum for 24 h 
cells were stimulated for 4 h, lysed (25 mM Tris/HCl pH 7.4, 4 mM EGTA, 8 mM MgCl2, 1 mM DTT and 1% 
Triton-X-100) and luciferase activity measured in white bottom 96-well plates after automatically injecting lucif-
erase substrate. Resulting total light emission was detected every s for 10 s post injection in a FLUOstar® Omega 
plate reader.

Reporter assay in mHypoA-2/10-CRE cells. mHypoA-2/10-CRE cells (~15,000 per well) were directly 
seeded on white bottom 96-well. After 24 h, cells were serum-starved for 24 and stimulated for 4 h. After cell lysis, 
luciferase activity was measured after automatically injecting luciferase substrate. Resulting total light emission 
was detected every s for 10 s post injection in a FLUOstar® Omega plate reader.

cAMP accumulation. To determine agonist-induced cAMP accumulation, ~50,000 cells were seeded in 
12-well dishes 24 h prior to the experiment and labelled in serum-free DMEM containing 2 μ Ci/ml of [3H]ade-
nine for 4 h. Cells were stimulated for 30 min at 37 °C in DMEM containing 1 μ M IBMX and MSH. The reaction 
was terminated by removing the medium and adding ice-cold 5% trichloroacetic acid. [3H]ATP and [3H]cAMP 
were then purified by sequential chromatography (dowex-resin/aluminium oxide columns), and the accumula-
tion of [3H]cAMP was expressed as the ratio of [3H]cAMP/([3H]cAMP +  [3H]ATP).

Western-blot. Cells were seeded on 6-well plates (~100,000/well), cultured for one day, serum-starved for 
24 h the next day, stimulated for the indicated period of time with α -MSH and then lysed in Laemmli buffer. 
Lysates were subjected to SDS-PAGE (10%) and proteins transferred to nitrocellulose by western blotting. For 
detection of ERK-1/2 or CREB phosphorylation blots were separated by a horizontal cut at ~50 kDa. The lower 
part was used to analyse ERK-1/2 or CREB phosphorylation with phospho-specific antisera and the upper part 
to detect total tubulin proteins as a loading control. Immune-reactivity was quantified by densitometry, ratios 
between p-CREB or p-ERK-1/2 and tubulin signals were calculated, and ligand-induced protein phosphorylation 
normalized to not stimulated cells.

Quantitative RT-PCR (qRT-PCR). Serum-starved mHypoA-2/10-CRE cells were stimulated for 20 min 
with 1 μ M α -MSH in serum-free medium. KT-5720 (5 μ M), ESI-09 (20 μ M) or DMSO (0.1 or 0.2% respectively) 
was pre-incubated for 30 min. Stimulation was terminated by rapid cooling on ice and total RNA was isolated 
using the TriFast® reagent (Invitrogen, Darmstadt, Germany) according to the manufacturer’s instructions. 
First strand synthesis was carried out with oligo(dT)18 primer using 2 μ g of total RNA and the RevertAid™ H 
Minus First Strand cDNA Synthesis Kit (Fermentas, Sankt-Leon Roth, Germany). qRT-PCR was done using the 
LightCycler® 480 SybrGreen I Master Mix (Roche, Mannheim, Germany), intron-spanning primer pairs at a 
final concentration of 1 μ M each and 0,08 μ l of the first strand synthesis reaction in a LightCycler® 480 (Roche) 
using the following conditions: initial denaturation for 15 min at 94 °C, 55 cycles of 94 °C for 10 sec, 55 °C for 



www.nature.com/scientificreports/

1 2Scientific RepoRts | 6:32776 | DOI: 10.1038/srep32776

10 sec and 72 °C for 10 sec. Crossing points (Cp) were determined by the software supplied with the LightCycler® 
480 and data analysed by the Δ Δ CP method (0.5(target gene–actin)

MSH
-(target gene–actin)

basal). Sequences of primer pairs 
were 5′ -ccaaccgcgagaagatga-3′  and 5′ -ccagaggcgtacagggatag-3′  for β -actin, 5′ -tgcagagtctccaccttgc-3′  and  
5′ -ggggataccagttagcacga-3′  for TRH and 5′ -gggacagcctttcctact-3′  and 5′ -gatctgcgcaaaagtcct-3′  for c-fos.

Statistics. Data were analysed using GraphPad prism and presented as the mean ±  SEM. Differences between 
two groups of raw data were first compared by two-sample Student’s t-test and among multiple groups with 
one-way ANOVA followed by Dunnett’s analysis (data not shown). Raw data obtained in experiments with chem-
ical inhibitors were analysed using two-way ANOVA followed by Bonferroni analysis (Suppl. S1–3). After nor-
malization of the raw data, normalized data were shown and analysed using either one- or two-sample Student’s 
t-test or one-way ANOVA followed by Dunnett’s analysis.

References
1. Kim, M. S. et al. Hypothalamic localization of the feeding effect of agouti-related peptide and alpha-melanocyte-stimulating 

hormone. Diabetes 49, 177–182 (2000).
2. Butler, A. A. & Cone, R. D. The melanocortin receptors: lessons from knockout models. Neuropeptides 36, 77–84 (2002).
3. Mountjoy, K. G., Mortrud, M. T., Low, M. J., Simerly, R. B. & Cone, R. D. Localization of the melanocortin-4 receptor (MC4-R) in 

neuroendocrine and autonomic control circuits in the brain. Molecular endocrinology 8, 1298–1308, doi: 10.1210/mend.8.10.7854347 
(1994).

4. Chhajlani, V. Distribution of cDNA for melanocortin receptor subtypes in human tissues. Biochemistry and molecular biology 
international 38, 73–80 (1996).

5. Kishi, T. et al. Expression of melanocortin 4 receptor mRNA in the central nervous system of the rat. The Journal of comparative 
neurology 457, 213–235, doi: 10.1002/cne.10454 (2003).

6. Mountjoy, K. G., Jenny Wu, C. S., Dumont, L. M. & Wild, J. M. Melanocortin-4 receptor messenger ribonucleic acid expression in 
rat cardiorespiratory, musculoskeletal, and integumentary systems. Endocrinology 144, 5488–5496, doi: 10.1210/en.2003-0570 
(2003).

7. Cone, R. D. The Central Melanocortin System and Energy Homeostasis. Trends in endocrinology and metabolism: TEM 10, 211–216 
(1999).

8. Watanobe, H. et al. Further evidence for a significant participation of the melanocortin 4 receptor in the preovulatory prolactin 
surge in the rat. Brain research bulletin 54, 521–525 (2001).

9. Adan, R. A. et al. Melanocortin receptors mediate alpha-MSH-induced stimulation of neurite outgrowth in neuro 2A cells. Brain 
research. Molecular brain research 36, 37–44 (1996).

10. Giuliani, D. et al. Both early and delayed treatment with melanocortin 4 receptor-stimulating melanocortins produces 
neuroprotection in cerebral ischemia. Endocrinology 147, 1126–1135, doi: 10.1210/en.2005-0692 (2006).

11. Gonzalez, P. V., Schioth, H. B., Lasaga, M. & Scimonelli, T. N. Memory impairment induced by IL-1beta is reversed by alpha-MSH 
through central melanocortin-4 receptors. Brain, behavior, and immunity 23, 817–822, doi: 10.1016/j.bbi.2009.03.001 (2009).

12. Caruso, C. et al. Alpha-melanocyte-stimulating hormone through melanocortin-4 receptor inhibits nitric oxide synthase and 
cyclooxygenase expression in the hypothalamus of male rats. Neuroendocrinology 79, 278–286, doi: 10.1159/000079321  
(2004).

13. Sinha, P. S., Schioth, H. B. & Tatro, J. B. Roles of the melanocortin-4 receptor in antipyretic and hyperthermic actions of centrally 
administered alpha-MSH. Brain research 1001, 150–158, doi: 10.1016/j.brainres.2003.12.007 (2004).

14. Gantz, I. et al. Molecular cloning, expression, and gene localization of a fourth melanocortin receptor. The Journal of biological 
chemistry 268, 15174–15179 (1993).

15. Breit, A. et al. Alternative G protein coupling and biased agonism: new insights into melanocortin-4 receptor signalling. Molecular 
and cellular endocrinology 331, 232–240 (2011).

16. Cyr, N. E. et al. Mechanisms by which the orexigen NPY regulates anorexigenic alpha-MSH and TRH. American journal of 
physiology. Endocrinology and metabolism 304, E640–650, doi: 10.1152/ajpendo.00448.2012 (2013).

17. Sarkar, S., Legradi, G. & Lechan, R. M. Intracerebroventricular administration of alpha-melanocyte stimulating hormone increases 
phosphorylation of CREB in TRH- and CRH-producing neurons of the hypothalamic paraventricular nucleus. Brain research 945, 
50–59 (2002).

18. Sarkar, S. & Lechan, R. M. Central administration of neuropeptide Y reduces alpha-melanocyte-stimulating hormone-induced 
cyclic adenosine 5′-monophosphate response element binding protein (CREB) phosphorylation in pro-thyrotropin-releasing 
hormone neurons and increases CREB phosphorylation in corticotropin-releasing hormone neurons in the hypothalamic 
paraventricular nucleus. Endocrinology 144, 281–291, doi: 10.1210/en.2002-220675 (2003).

19. Mountjoy, K. G., Willard, D. H. & Wilkison, W. O. Agouti antagonism of melanocortin-4 receptor: greater effect with desacetyl-
alpha-melanocyte-stimulating hormone (MSH) than with alpha-MSH. Endocrinology 140, 2167–2172, doi: 10.1210/
endo.140.5.6748 (1999).

20. Caruso, C. et al. Melanocortin 4 receptor activation induces brain-derived neurotrophic factor expression in rat astrocytes through 
cyclic AMP-protein kinase A pathway. Molecular and cellular endocrinology 348, 47–54, doi: 10.1016/j.mce.2011.07.036 (2012).

21. Caruso, C. et al. alpha-melanocyte-stimulating hormone modulates lipopolysaccharide plus interferon-gamma-induced tumor 
necrosis factor-alpha expression but not tumor necrosis factor-alpha receptor expression in cultured hypothalamic neurons. Journal 
of neuroimmunology 227, 52–59, doi: 10.1016/j.jneuroim.2010.06.013 (2010).

22. Fekete, C. et al. Differential effects of central leptin, insulin, or glucose administration during fasting on the hypothalamic-pituitary-
thyroid axis and feeding-related neurons in the arcuate nucleus. Endocrinology 147, 520–529, doi: 10.1210/en.2005-0956 (2006).

23. Harris, M. et al. Transcriptional regulation of the thyrotropin-releasing hormone gene by leptin and melanocortin signaling. The 
Journal of clinical investigation 107, 111–120, doi: 10.1172/JCI10741 (2001).

24. Breit, A. et al. Serine-727 phosphorylation activates hypothalamic STAT-3 independently from tyrosine-705 phosphorylation. 
Molecular endocrinology 29, 445–459, doi: 10.1210/me.2014-1300 (2015).

25. Ru, Y. et al. alpha-Melanocyte-stimulating hormone ameliorates ocular surface dysfunctions and lesions in a scopolamine-induced 
dry eye model via PKA-CREB and MEK-Erk pathways. Scientific reports 5, 18619, doi: 10.1038/srep18619 (2015).

26. Sutton, G. M., Duos, B., Patterson, L. M. & Berthoud, H. R. Melanocortinergic modulation of cholecystokinin-induced suppression 
of feeding through extracellular signal-regulated kinase signaling in rat solitary nucleus. Endocrinology 146, 3739–3747 (2005).

27. Bos, J. L. Epac: a new cAMP target and new avenues in cAMP research. Nature reviews. Molecular cell biology 4, 733–738, doi: 
10.1038/nrm1197 (2003).

28. de Rooij, J. et al. Epac is a Rap1 guanine-nucleotide-exchange factor directly activated by cyclic AMP. Nature 396, 474–477, doi: 
10.1038/24884 (1998).

29. Kawasaki, H. et al. A family of cAMP-binding proteins that directly activate Rap1. Science 282, 2275–2279 (1998).



www.nature.com/scientificreports/

13Scientific RepoRts | 6:32776 | DOI: 10.1038/srep32776

30. Park, K. H., Park, H. J., Shin, K. S. & Lee, M. K. Multiple treatments with L-3,4-dihydroxyphenylalanine modulate dopamine 
biosynthesis and neurotoxicity through the protein kinase A-transient extracellular signal-regulated kinase and exchange protein 
activation by cyclic AMP-sustained extracellular signal-regulated kinase signaling pathways. Journal of neuroscience research 92, 
1746–1756, doi: 10.1002/jnr.23450 (2014).

31. Vitali, E. et al. Cyclic adenosine 3′-5′-monophosphate (cAMP) exerts proliferative and anti-proliferative effects in pituitary cells of 
different types by activating both cAMP-dependent protein kinase A (PKA) and exchange proteins directly activated by cAMP 
(Epac). Molecular and cellular endocrinology 383, 193–202, doi: 10.1016/j.mce.2013.12.006 (2014).

32. Breit, A. et al. The natural inverse agonist agouti-related protein induces arrestin-mediated endocytosis of melanocortin-3 and -4 
receptors. The Journal of biological chemistry 281, 37447–37456 (2006).

33. Mellon, P. L. et al. Immortalization of hypothalamic GnRH neurons by genetically targeted tumorigenesis. Neuron 5, 1–10 (1990).
34. Sassone-Corsi, P., Visvader, J., Ferland, L., Mellon, P. L. & Verma, I. M. Induction of proto-oncogene fos transcription through the 

adenylate cyclase pathway: characterization of a cAMP-responsive element. Genes & development 2, 1529–1538 (1988).
35. Lezoualc’h, F. Epac in melanoma: a contributor to tumor cell physiology? Focus on “Epac increases melanoma cell migration by a 

heparin sulfate-related mechanism”. American journal of physiology. Cell physiology 297, C797–799, doi: 10.1152/ajpcell.00358.2009 
(2009).

36. Huszar, D. et al. Targeted disruption of the melanocortin-4 receptor results in obesity in mice. Cell 88, 131–141 (1997).
37. Balthasar, N. et al. Divergence of melanocortin pathways in the control of food intake and energy expenditure. Cell 123, 493–505 

(2005).
38. Vaisse, C., Clement, K., Guy-Grand, B. & Froguel, P. A frameshift mutation in human MC4R is associated with a dominant form of 

obesity. Nature genetics 20, 113–114 (1998).
39. Yeo, G. S. et al. Mutations in the human melanocortin-4 receptor gene associated with severe familial obesity disrupts receptor 

function through multiple molecular mechanisms. Human molecular genetics 12, 561–574 (2003).
40. Rehmann, H. Epac-inhibitors: facts and artefacts. Scientific reports 3, 3032, doi: 10.1038/srep03032 (2013).
41. Zhu, Y. et al. Biochemical and pharmacological characterizations of ESI-09 based EPAC inhibitors: defining the ESI-09 “therapeutic 

window”. Scientific reports 5, 9344, doi: 10.1038/srep09344 (2015).
42. Almahariq, M. et al. A novel EPAC-specific inhibitor suppresses pancreatic cancer cell migration and invasion. Molecular 

pharmacology 83, 122–128, doi: 10.1124/mol.112.080689 (2013).
43. Chen, H. et al. Recent advances in the discovery of small molecules targeting exchange proteins directly activated by cAMP (EPAC). 

Journal of medicinal chemistry 57, 3651–3665, doi: 10.1021/jm401425e (2014).
44. Aslam, M. et al. cAMP controls the restoration of endothelial barrier function after thrombin-induced hyperpermeability via Rac1 

activation. Physiological reports 2, doi: 10.14814/phy2.12175 (2014).
45. Mediero, A., Perez-Aso, M. & Cronstein, B. N. Activation of EPAC1/2 is essential for osteoclast formation by modulating NFkappaB 

nuclear translocation and actin cytoskeleton rearrangements. FASEB journal: official publication of the Federation of American 
Societies for Experimental Biology 28, 4901–4913, doi: 10.1096/fj.14-255703 (2014).

46. Pratt, E. P., Salyer, A. E., Guerra, M. L. & Hockerman, G. H. Ca(2+ ) influx through L-type Ca(2+ ) channels and Ca(2+ )-induced 
Ca(2+ ) release regulate cAMP accumulation and Epac1-dependent ERK 1/2 activation in INS-1 cells. Molecular and cellular 
endocrinology 419, 60–71, doi: 10.1016/j.mce.2015.09.034 (2016).

47. Li, X. et al. The adenylyl cyclase inhibitor MDL-12,330A potentiates insulin secretion via blockade of voltage-dependent K(+ ) 
channels in pancreatic beta cells. PloS one 8, e77934, doi: 10.1371/journal.pone.0077934 (2013).

48. Gong, B. et al. Exchange protein directly activated by cAMP plays a critical role in bacterial invasion during fatal rickettsioses. 
Proceedings of the National Academy of Sciences of the United States of America 110, 19615–19620, doi: 10.1073/pnas.1314400110 
(2013).

49. Parnell, E., Palmer, T. M. & Yarwood, S. J. The future of EPAC-targeted therapies: agonism versus antagonism. Trends in 
pharmacological sciences 36, 203–214, doi: 10.1016/j.tips.2015.02.003 (2015).

50. Chen, H. et al. 5-Cyano-6-oxo-1,6-dihydro-pyrimidines as potent antagonists targeting exchange proteins directly activated by 
cAMP. Bioorganic & medicinal chemistry letters 22, 4038–4043, doi: 10.1016/j.bmcl.2012.04.082 (2012).

51. Haidar, M., Echebli, N., Ding, Y., Kamau, E. & Langsley, G. Transforming growth factor beta2 promotes transcription of COX2 and 
EP4, leading to a prostaglandin E2-driven autostimulatory loop that enhances virulence of Theileria annulata-transformed 
macrophages. Infection and immunity 83, 1869–1880, doi: 10.1128/IAI.02975-14 (2015).

52. Ramirez, D. et al. Melanocortin 4 receptor activates ERK-cFos pathway to increase brain-derived neurotrophic factor expression in 
rat astrocytes and hypothalamus. Molecular and cellular endocrinology 411, 28–37, doi: 10.1016/j.mce.2015.04.008 (2015).

53. Li, P. et al. Melanocortin 4 receptors in the paraventricular nucleus modulate the adipose afferent reflex in rat. PloS one 8, e80295, 
doi: 10.1371/journal.pone.0080295 (2013).

54. Campos, C. A., Shiina, H. & Ritter, R. C. Central vagal afferent endings mediate reduction of food intake by melanocortin-3/4 
receptor agonist. The Journal of neuroscience: the official journal of the Society for Neuroscience 34, 12636–12645, doi: 10.1523/
JNEUROSCI.1121-14.2014 (2014).

55. Rohlff, C., Ahmad, S., Borellini, F., Lei, J. & Glazer, R. I. Modulation of transcription factor Sp1 by cAMP-dependent protein kinase. 
The Journal of biological chemistry 272, 21137–21141 (1997).

56. Ahlgren, R., Suske, G., Waterman, M. R. & Lund, J. Role of Sp1 in cAMP-dependent transcriptional regulation of the bovine 
CYP11A gene. The Journal of biological chemistry 274, 19422–19428 (1999).

57. Takeuchi, Y., Miyamoto, E. & Fukunaga, K. Analysis on the promoter region of exon IV brain-derived neurotrophic factor in 
NG108-15 cells. Journal of neurochemistry 83, 67–79 (2002).

58. Fukuda, M., Williams, K. W., Gautron, L. & Elmquist, J. K. Induction of leptin resistance by activation of cAMP-Epac signaling. Cell 
metabolism 13, 331–339, doi: 10.1016/j.cmet.2011.01.016 (2011).

59. Yan, J. et al. Enhanced leptin sensitivity, reduced adiposity, and improved glucose homeostasis in mice lacking exchange protein 
directly activated by cyclic AMP isoform 1. Molecular and cellular biology 33, 918–926, doi: 10.1128/MCB.01227-12 (2013).

60. Kai, A. K. et al. Exchange protein activated by cAMP 1 (Epac1)-deficient mice develop beta-cell dysfunction and metabolic 
syndrome. FASEB journal: official publication of the Federation of American Societies for Experimental Biology 27, 4122–4135, doi: 
10.1096/fj.13-230433 (2013).

61. Ghamari-Langroudi, M. et al. G-protein-independent coupling of MC4R to Kir7.1 in hypothalamic neurons. Nature 520, 94–98, 
doi: 10.1038/nature14051 (2015).

62. Li, Y. Q. et al. Gq/11alpha and Gsalpha mediate distinct physiological responses to central melanocortins. The Journal of clinical 
investigation 126, 40–49, doi: 10.1172/JCI76348 (2016).

63. Chiappini, F., Cunha, L. L., Harris, J. C. & Hollenberg, A. N. Lack of cAMP-response element-binding protein 1 in the hypothalamus 
causes obesity. The Journal of biological chemistry 286, 8094–8105, doi: 10.1074/jbc.M110.178186 (2011).

64. Rodriguez, C. I. & Setaluri, V. Cyclic AMP (cAMP) signaling in melanocytes and melanoma. Archives of biochemistry and biophysics 
563, 22–27, doi: 10.1016/j.abb.2014.07.003 (2014).

65. Abdel-Malek, Z. A. et al. Melanocortins and the melanocortin 1 receptor, moving translationally towards melanoma prevention. 
Archives of biochemistry and biophysics 563, 4–12, doi: 10.1016/j.abb.2014.07.002 (2014).



www.nature.com/scientificreports/

1 4Scientific RepoRts | 6:32776 | DOI: 10.1038/srep32776

Author Contributions
Participated in research design: Glas, Gudermann; Mückter and Breit. Conducted experiments: Glas and Breit. 
Performed data analysis: Glas and Breit. Wrote or contributed to the writing of the manuscript: Gudermann, 
Mückter and Breit.

Additional Information
Supplementary information accompanies this paper at http://www.nature.com/srep
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Glas, E. et al. Exchange factors directly activated by cAMP mediate melanocortin 4 
receptor-induced gene expression. Sci. Rep. 6, 32776; doi: 10.1038/srep32776 (2016).

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2016

http://www.nature.com/srep
http://creativecommons.org/licenses/by/4.0/

	Exchange factors directly activated by cAMP mediate melanocortin 4 receptor-induced gene expression

	Results

	Pivotal role of EPACs for α-MSH-induced CRE activation. 
	EPAC-mediated ERK-1/2 activation is required for α-MSH-induced CREB phosphorylation and CRE activation. 
	EPACs are necessary for MC4R-promoted c-fos and TRH mRNA induction. 
	EPAC requirement for α-MSH-induced CRE activation is not restricted to the MC4R subtype. 

	Discussion

	Experimental Procedures

	Materials. 
	Cell culture and transfection. 
	CRE reporter assay after transient transfection. 
	Reporter assay in mHypoA-2/10-CRE cells. 
	cAMP accumulation. 
	Western-blot. 
	Quantitative RT-PCR (qRT-PCR). 
	Statistics. 

	Author Contributions
	﻿Figure 1﻿﻿.﻿﻿ ﻿ Significant role for EPACs in α-MSH-induced CRE activation: HEK-293-MC4R cells.
	﻿Figure 2﻿﻿.﻿﻿ ﻿ Significant role for EPACs in α-MSH-induced CRE activation: GT1-7 cells.
	﻿Figure 3﻿﻿.﻿﻿ ﻿ Significant role for EPACs in α-MSH-induced CRE activation: mHypoA-2/10-CRE cells.
	﻿Figure 4﻿﻿.﻿﻿ ﻿ EPAC-1/2 activity is required for α-MSH-induced CREB phosphorylation.
	﻿Figure 5﻿﻿.﻿﻿ ﻿ α-MSH-induced CREB/CRE activation requires EPAC-1/2 and ERK-1/2 activity.
	﻿Figure 6﻿﻿.﻿﻿ ﻿ Significant role for EPACs in MC4R-promoted c-fos and TRH mRNA induction.
	﻿Figure 7﻿﻿.﻿﻿ ﻿ Significant role for EPACs in MC1R-induced CRE activation.
	﻿Figure 8﻿﻿.﻿﻿ ﻿ Proposed model of α-MSH-induced signaling leading to c-fos or TRH expression.



 
    
       
          application/pdf
          
             
                Exchange factors directly activated by cAMP mediate melanocortin 4 receptor-induced gene expression
            
         
          
             
                srep ,  (2016). doi:10.1038/srep32776
            
         
          
             
                Evi Glas
                Harald Mückter
                Thomas Gudermann
                Andreas Breit
            
         
          doi:10.1038/srep32776
          
             
                Nature Publishing Group
            
         
          
             
                © 2016 Nature Publishing Group
            
         
      
       
          
      
       
          © 2016 The Author(s)
          10.1038/srep32776
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep32776
            
         
      
       
          
          
          
             
                doi:10.1038/srep32776
            
         
          
             
                srep ,  (2016). doi:10.1038/srep32776
            
         
          
          
      
       
       
          True
      
   




